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[ Abstract] Objective To investigate the genetic polymorphisms of 23 Y-chromosomal short tandem re-
peat (Y-STR) loci in male unrelated individuals of the Jiangsu Han population,and analyze the genetic rela-
tionships with 18 other populations. Methods Blood samples were collected from 916 unrelated healthy male
individuals of the Jiangsu Han population,and the genetic polymorphisms of 23 Y-STR loci were analyzed by
PowerPlex® Y23 system. Genetic differences among the 10 Jiangsu Han subpopulations were evaluated by
RST values,and the genetic relationships between the Jiangsu Han population and 18 other East Asian popu-
lations were evaluated as well. And the genetic relationships were visualized in neighbor-joining tree and multi-
dimensional scaling plot (MDS). Results A total of 912 different haplotypes were observed,including 908 u-
nique haplotypes and 4 duplicate haplotypes. The haplotype diversity reached 0. 999 99,and the discrimination
capacity and match probability were 0. 995 6 and 0. 001 1 respectively. The gene diversity values ranged from
0.394 2 at DYS438 to 0. 960 7 at DYS385a/b. The neighbor-joining tree showed that the 10 Han Chinese
populations in different cities of Jiangsu were not in conformity with geographical distribution,and the genetic
differences between the Jiangsu Han population and other East Asia populations were large. Conclusion The
23 Y-STR loci are highly polymorphic in the Jiangsu Han population.
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9,12 0.002 2 13,17 0.029 5
10,11 0.001 1 13,18 0.049 1
10,12 0.003 3 13,19 0.062 2
10,13 0.001 1 13,20 0.025 1
10,15 0.001 1 13,21 0.013 1
10,17 0.001 1 13,22 0.001 1
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13,16 0.010 9 19,20 0.001 1
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