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[Abstract] Objective To investigate the effects of down-regulating Cyclin D1 expression on Mdm2 gene
expression and proliferation of human hepatoma cells. Methods Cyclin D1-siRNA was transfected into the hu-
man hepatoma cell line Hep3B s with liposome. The experiment was divided into the blank control group,neg-
ative control siRNA (NC-siRNA) group and Cyclin D1-siRNA group. RT - PCR and Western blot were used
to detect the expressions of Cyclin D1, Mdm2, Mdm4,P53 and P21. The cell cycle was measured by flow cy-
tometer;the cellular activity was tested with MTT; the cell apoptosis was examined by TUNEL. Results
Compared with the blank control group and NC-siRNA group, the expressions of P53 and P21 in the Cyclin
DI1-siRNA group were increased (P<C0. 05), while the expressions of Cyclin D1, Mdm2 and Mdm4 were de-
creased (P<C0. 01) ; there were no significant differences in the G;,S and G, phases among 3 groups(P >
0. 05) ; the cell vitality in the in the Cyclin D1-siRNA group was significantly weakened compared with the oth-
er two groups(P<C0. 01), while the cell apoptosis was significantly enhanced (P <C0. 01). Conclusion The
down-regulation of Cyclin D1 gene expression could inhibit the expressions of Mdm2 and Mdm4,and up-regu-
lates the expressions of P53 and P21. Down-regulating Cyclin D1 expression can inhibit the proliferation of liv-
er cancer cells and promotes their apoptosis.
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T2 SRR R 37 C I 5% CO, W4 B 5% .
R LL 1X10° AN/l Ry % PR e S LR IN . I
24 h JGdn i @l & R K20 90% . il FH IR A& Lipo-
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GATCATCCGCAA3',NC-siRNA J§# %1 .5 -UUCUC-
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nmol/L. fg BB AL 5 pL Y, 5 L )5 48 h g
AN . S5 4> Ry a5 (6 BE 4L B M X B siRNA
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519 1 uL, cDNA 500 ng, #h 75 = 28 /K LKL 25
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I 20 pg B 1 HEAT T 2 d 5 i 1R 00 58 TN s T e ¢ e
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NEWIR T 4 CHMH SR . NCEEHANMM T $Tl -
200 HEIRERS) T4 CE LA 4L HEE 2 h.
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il :5-GTGTTCAATGAAATCGTGCG -3’

Mdm2 i :5- ACCGAGTCTTGCTCTGTTAC-3' 139 bp
Fiiz:5-GGTGTGGTGGCAGATGAC-3'

Mdmd [ 37 :5-GATGATACCGATGTAGAGG -3’ 332 bp
Tz :5- TCAGAACTGTGAGCCAAA-3'

P53 7 :5-CTACAAGCAGTCACAGCACATGAC -3 551 bp
il :5- TCATTCAGCTCTCGGAACATCTCG -3

P21 | :5-GACTGTGATGCGCTAATGG -3’ 413 bp
T :5-TTCCTGTGGGCGGATTAG -3'

Bractin i :5-CGGGAAATCGTGCGTGAC-3' 434 bp
T :5- TGGAAGGTGGACAGCGAGG-3'
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ZRUESE TS 2R R kA R EA R . FE
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