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EZKFIKTF LA B EEFAR, £FH %+ 5% & L (P<0.05); 28 i 4k 4h 45 & miR-1285 mimics £ %% % £
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Expression of miR-1285 in ovarian cancer tissues and its influence
on proliferation and apoptosis of cancer cells”
LI Na ,XIONG Jiao ZWANG Donghong
(Department o f Gynaecology sthe A f filiated Hospital of Zunyi Medical
College, Zunyi,Guizhou 563003,China)

[Abstract] Objective To explore the expression of microRNA-1285 (miR-1285) in ovarian cancer tis-
sues,and to analyse the effects of miR-1285 expression on proliferation and apoptosis of human ovarian cancer
cell lines in vitro. Methods The expressions of miR-1285 in cancer tissues and corresponding adjacent tissues
from patients with ovarian cancer were detected by using fluorescence quantitative PCR. At the same time,
human ovarian cancer cell lines,including SKOV3 and OVCAR3, were transfected with miR-1285 mimics in
vitro, the proliferation activity of cells successfully transfected with miR-1285 was detected by MTT assay,and
the apoptotic cells were detected by flow cytometry. Results The results of fluorescence quantitative PCR
showed that,for patients with ovarian cancer, the expression level of miR-1285 in ovarian cancer tissues was
lower than that in the corresponding adjacent tissues, the difference was statistically significant (P<C0. 05).
The results of experiment in vitro showed that compared with the control group,the proliferation activity of
SKOV3 cells transfected with miR-1285 mimics was decreased,and the rate of apoptosis was significantly in-
creased, there were statistically significant differences (P<Z0. 05); similarly,compared with the control group,
the proliferation activity of OVCARS3 cells transfected with miR-1285 mimics was decreased,and the rate of
apoptosis was significantly increased, there were statistically significant differences (P<C0. 05). Conclusion
The expression level of miR-1285 in tumor tissues of patients with ovarian cancer is decreased, which indicates
that miR-1285 may be involved in the occurance and progression of ovarian cancer; the experiment in vitro
shows that miR-1285 may be closely related to the proliferation and apoptosis of ovarian cancer cells.
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NAs fEAEWIRA K & T BOEE T uER 2 RCoh A o
Bl S B 5 B S R C A O £ L miR-
NA-1285(miR-1285) 7E 240 21 v (1) 7 % R 1L Al RE 1 £
Foft 28 A i oRg & A 2 U0 AH 5% A0 JBR R g L FF R AR
FERTE miR-1285 1y 32 38 7K 776 B 898 & A R R i
B By AE . 2B 3 A 2¢Ot & PCR Y J7 25
miR-1285 7¢ B 8L 9% 21 23 Fes 55 4 2L P p 63k, e
H S8R & A 6 25 6] I iz 1A 91 20 it 5% 33 S 56
WM EE miR-1285 78 A R B9 B 5 98 40 e (SKOV3,
OVCARS3) $8 5# Fl 8 T2k 72 o (9 7, 580 HoAE p
BU kA R R LR R ) 43 AL A R A S 55 AR B

1 #R5A%

L1 b
L1 1 ARAKIE  ZEHL 40 fi] 2014 48 9 J % 2015 4F

9 HRABE AR 1 O 508 B E AR Y) R e A,
5 90 S ALV R B B 55 LR U0 o I L VU 4
IQERGE N R E IR AUk (R P o AR {3
# O 50 4L 2 1R R A U AU 0 A 1Y OE B0 L 4
ZUML . ABPREARAE BEIE L A M IE,. S 5 Il
UCBIFTE 1) T A A8 3 3% 28 8 R0 ) O 1 » B3 FE AT 3
A H RS AT AT & T PO IG I7 (19 25 9 s At AR 56 4k

RITIFE.
L2 2 bk Bl Pk T B0 B S s 2 i Ak

(SKOV3.OVCAR3) Wy B 4} B L ¥ 40 Jitd )% ; RPMI-
1640 41 M 15 5% 2 (5% 5. SH30809) . DMEM §; 3¢ %

B9 : SH30033) | i 4 L1 (FBS. %7 %5 SH30084) |
0. 25 Y6 11 R i 91 16 W (B %5 SH30042) J 10 X B iR 4
22 bR (PBS, %% 5 : SH30256)) ¥y [ % [& Hycolone
Al s TagMan® MicroRNA Reverse Transcription it
& (185 .4366596) . TagMan® Universal PCR Mas-
ter Mix($85-:4324018) ¥ B 3£ B ABI A &) ; Lipo-

fectamine® 2000 Transfection Reagent ( % 5

11668027) 4 [ 26 [ Invitrogen A &l EEEE T V-5
TR E R %¢ 6 % /WAL 9 1E ( Annexin V-FITC/PD 4 Jfi
P TR R & (595 . 556547) ) [ 25 [ BD 2w 5 Mg
MEE (MTT, 485 . M2128) I [ 35 [/ Sigma 23w ; TR-

Izol ik 7 (4% 5. 15596-026) I H 2¢ [ Invitrogen
AT N

1.2 ik

1.2.1 4flsse ey (D4 75 . 1 Je BUH

719 W Bk U B9 5298 41l (SKOV3 L OVCAR3) , i it
JCE T 37 C oK e s bRl Ak, 2R JE IO BE IR B (300 1/
min) &[> 3 min, 7 % EHW. WA 1 mL &F 10%
FBS ) RPMI-1640 % 37 ¥R 40 il 8 &, 98 )5 B T 85
FRIMH A EGA 5% CO, By 37 CREFFA AT HE 57
K EAE R BE (70 % ~80 %) i, X H k47
BT IR . (2) A i g - Hoh miR-1285 mimics K&
mimics control ¥WFEE T AW #HAT 5 B (FE 1), 41 s%
Yo vk 3z B8 25 [E Invitrogen 2 A) 1 Lipofectamine®
2000 Transfection Reagent 1t HH 4 #EFT#4E .

1.2.2 SR ANH R 4 RNA iy4hi$e X454y 48 h
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Jei ) B9 SR A0 L 5 0. 25 U6 JR I I 1 » MG T AR 1 i
MEW T 15 mL .08 s i 47 4 C AR (1 000
r/min) .0 2 min, 3£ E FIEW & TUK Es A 1 mL
Trizol 2L, HEIFIR AT AML. & T 0K b5 15 Trizol
ZRWE A 200 p L G047 - i BN 52 35 20 M S = IR
JCE 5~10 min, ZRJ5 R FHPYEE .12 000 r/min 8.0 15
min; BUE O 2 )5 B B2 K # s T RNase-free fJ 1. 5
mL B0 A GRS NE, £ R GIRA G,
TUK EHCE 30 ~40 min; BOH B0 R E 5 U B
12 000 r/min &> 15 min, 55| RNA JLIE; % 500
pL 7590 L EEXT RNA JTVE ST PR Uk % 2R J5 KT
JA 50 pl. RNase-free 7K, & 7% i RNA; R
NanoDrop *F & il & 79 RNA #F 17 ¥ &£ &, &
T —20 CHH.

*x1 miR-1285 mimics 5 mimics control B FE I E &2
2R 52
miR-1285 mimics 1F 4% :5-UCU GGG CAA CAA AGU GAG ACC U-3'

2 X4t :5'-GUC UCA CUU UGU UGC CCA GAU U-3'
1E 4% .5'-UUC UCC GAA CGU GUC ACG U-3'

mimics control

2 3L 5"~ ACG UGA CAC GUU CGG AGA A-3'

1.2.3 RNA By RHe R K2t E it PCR i I L [H
ABI A 5 1 TagMan® MicroRNA Reverse Tran-
scription 27 & # 1F UL BH 45, % i $2 19 RNA #E 47 K
AP S S5 A3 3] Cdna 724 5 )W &4 Ry : 16 °C i
H 30 min.42 CHEHE 30 min, 85 CHIH 5 min.4 CLE
ff. AR cDNA g8, #E 17 2¢ 6 € 5t PCR, R
F TagMan® Universal PCR Master Mix 20 pL J2 B
KZR L IEP IR LightCyclerd80 {XAF F4:AE . LI U6 fEH4
FIBRM AN 2. ACT EoR miR-1285 {9 £ ik
Hrp ACT=|CT 1285 CTus | s WA :95 CHiLAR
P 10 min,95 C 15 5,60 C 30 5,70 C 30 s gk47 40
MEAR Y3 .

1.2.4 s oG o m MTT & | %X il 4k
S 1 O S 9 A0 B R AT O/ B T AR S R B B miR-
1285 mimics & mimics control B 40 i Fp 3] 96 FL 1%
Tt b Hoh AR LRI 29 50X 10° A4 7 & 5 %0 CO,
[ 37 °C 5 R4 HEAT — Bl [l i 55 9% 05 (O3 il 0,24,
48,72 h)AIMA 20 L 5 mg/L MTT, it A 55 F5 46 4k 22
B AR 4 b B 96 LK% R AR 8 AL A i AR T s O
A 120 pL — H L RGHE A7 3 ff s IR B ¥ 5 5 Ll it
T AR ARG I HEAE 570 nm 420 B IR G AEL (Ao ) o LS B2
i 3 58 B ) B R 55

1.2.5 G400 T R pg kI OB 4 miR-1285
mimics & mimics control 24 h J5 B9 A JE 5P &5 95 40 Jif
B o 40 HL 8% 35 WO R & FBS 19 TG ML T 55 77 . T
BB FR MR T 37 C L& RWE CO, (1% CO,) B 8
oK IP SR A AR 225 5 2 48 hy SR L 100 pL
0. 25 U6 Jife 1 X WUk BE ) 48 Jf i A7 0 Ak ISR Al F 1.5
mL .08 P IR AR RGBS PR O A 5 pl An-
nexin V.5 plL PL. 4R 51 )5 7 & G 3 b vh = R T
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B 20 min, #R 5 X 40 M 2E 4T 90 20 A0 A 43 BE A6 I
1.3 Zil2#Ab B R SPSS21. 0 G it 8 {4 4 #1 %X
P ETEOR DL s Fon, BRI S AR AR ¢ AR
5 ¥ C X ¢ K5 22 2 [ Bb A TR BB W Oy 22 4y
Br.Lh P<<0.05 AESFHEGI#E L.

2 % F

2.1 GRS miR-1285 (9 F KK LU 4
FELE) U6 A Jhy o8 X5 R 6T B 55 98 4 2 5 X 7 s 55 4 41
H miR-1285 [ AH X 2 38 7K 1 47 % & 43t & B, A
SRS 1 41(5. 41 1. 25) , B 5198 41 2040 ffd v miR-
1285 FikKFE(2. 731 0O AKX Z A GIT¥E X
(t=10.42,P<0.05),

2.2 %Yy miR-1285 mimics J5 A B 5195 20 i Y 338 5
WP M BE R g ONUE DP OB 4l R SKOV3,
OVCARS W15 LA [ AR K 43 O 6 Y 21 (% 4 miR-
1285 mimics) . B3P X B 40 (5% J% mimic control) Fl123
[ BB 21 G 6 Y AT 4] microRNA) , 755 e 5 1 4 4~
IF A BE (0,24 ,48 .72 h)  AEANIFA] S5 HC 15 15 470
R0 0 A o R 7 0B, X 40 R B MTT 3 6 i H:
Asofli. 45 R FEW ., 7E SKOV3 4 g & v, 55 gL 21 1
Asm{EE 24 h ZE%E{&?I@]@X‘TR@?E%% EX‘TR\E\
L (P<C0.05) 111 2% (4 XF BE 4 0 99 12 o B 4 7 4 A4S it
[B] S AR Asro fH S . 22 R IEGETHE L (P>0.05), Il
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£ 2:46 OVCARS 2 Mg 2 v, e Y 21 0 40 i O Ao {EL
A8 h Z JF W BARFIHMEX IR 525 G X 4l (P<
0. 05) 5 1M 25 [ X B 0 B Pk 0 BRAE7E 4 A 15 [R] A5 4k
B Aso (A Z R B LGB L (P>0.05),

% 3,
F2 SKOVIHBEREEANHERLE AxqE
(n=15,7=%s)

24 ) 0h 24 h 48 h 72 h
e 0.55+0.11 0.43%+0.04 0.31+0.08 0.2240.03
BAPEXT L 0.57£0.14 0.5140.07* 0.4740.11* 0.414+0.09"
HEXMEA  0.6140.11 0.5240.12* 0.49+0. 14" 0.43+0. 06"
F 0.607 3.493 12. 480 31. 980

P =>0.05 <<0.05 <<0. 05 <<0. 05

© L P<<0. 05, 5 Yu 4] LA

x3 OVCAR3 i R EZ NI E S48 A BT

(n=15,7=%s)
215 0h 24 h 48 h 72 h
e o] 0.62+0.14 0.534+0.09 0.4140.06 0.29+0.07
BAEEXFIRZE 0.61+£0.12 0.5840.12 0.5240.05* 0.44+0.10"
HEXMAH  0.631+0.11 0.5940.10 0.51+0.06* 0.42+0. 06"
F 0. 065 0.954 11. 440 10. 760
P =>0.05 =>0.05 <0. 05 <0. 05

©P<C0. 05, S YL 4 L 4%

&1 SKOV3 fifa R RN T IRE R

& 2 OVCARS iR RA D ELER

2.3 Y miR-1285 mimics J5 fiE #F A B 519 40 i U4
T X5 miR-1285 mimics 48 h J5 #Y 240 M #1737
=043 2 & BB 1) . SKOVS 41 i & 49 0 12 2 7+

B2 5 T YL mimic control B HEXT R4, 2 &
A G2 8 SL(P<20. 05) 5 T B X B8 201 £ 40t 7 1
B ot A G B 25 5 (P>>0.05), WK 4. 1E
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OVCARS ZH i &t (& 2) , %% Y% miR-1285 mimics 48
h 5 40 M R T e TR B R T Y mimic con-
trol (P BAMEXT A M, ZRAS ¥ E L (P<
0. 05) , 177 BH A Xof RECZH %) 240 A 0 T2 2 00 55 25 |1 0 B4
T2 S (P>0.05), L% 4,

®4 EBRATERMLE(n=15,715,%)

2H 41 SKOV3 12 % OVCARS3 JH1T-%
LR 21.1242.17 18.16+1. 87

[ 1 %of BE 21 11.77+2. 18" 9.21+1.32*

75 F % B 10.31+2. 06" 8.98+1.86"

F 117.7 141.8

P <0.05 <0.05

* L P<C0. 05, S YLl i
3 it ®

BP SR TE AR R G R RO R L B T
MM A AR AN = a2 — KR
o B BE X AR 2 Wk BT R Y TR A I
IR B2 I R O S B 7T0% DL e R T A
FLZAL R, T8 5 FAEFFMT 3050,
I DR = 56 T B9 5988 19 5 o PRI A 2 4 0 A L O
PR A B A, B0 IR )T T B B AT E R B
B 14 e PR A A 1T X B S0 1912 BT BRIT Rt T,
DR I o 6t B9 5598 & s AL T 0 F 9 B A5 0 O 0B . miR-
NAs &2 —RHEETHMN . KEL R 22 MEHFRN
A i gk /N4y F RNA, 3 M 20 22 90 4548 LEE
U AMEY P BT % — 4 miRNA (Lind) 2
J& S EHATR miRNAs 17 T — RN G 855, &
I miRNAs 3 o Gl 5 5 AN xF, 5 AL K 255, 7]
P A 3k DT 2 5 40 M Y 38 5 N Ak L e
Xof 95 I 4 M ) B 5 TP kB, miRNAs 76 98 GE 19 & A=
KRR T E /R L A R 4 0 R Y 3R
K. ZH5YE NG S B L T, 25 900 80
AR TS REY . AU R, A
FH miRNA G R AR L 43 5 I U5 51 S5 96 20 i &R
EH OIS Rz 40 th miRNAs (933538 & 9, — 3L 46
23 173 4> miRNAs (23K, H b 78 7 Fh 40 i & 4t
[i #2351 miRNAs 3£ 160 4~. 4 35 4 miRNAs ik
2 RH G X (P<<0. 05) , Hi b 2235 T ) miR-
NAs A 31 4, %35 EIH miRNAs A 4 478X 4 4
B miRNAs w405 B A B A 3061 s & B i
miRNAs, /352 let-7d 5 miRNA-127, i 78 & miR-
NAs 5B 5 19 & A2 —E RS . B2 E 0
106 1] 51 58 98 f8 3 F 47 20 10, RO 201 O 52 9 R e A
ZH 59 LR R R AR IR B g AR RS U B9 B 9 2H 41
miRNAs [R5 . E WA 77 44 1 miRNAs A
k25 5, HAEM I O S i F R TR,
F5 5AG i JRg 30 70 I B8 9 miR34a 2 miR15a 25, % B
FEON B 0k B b miRNAs 2 % = Z 1
R,

AR K B . miR-1285 5 59 5L 95 19 & £+ 41 M
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5, HoAE O S 41 20 1 2% 38 K OF B B AR TR 25 A
1 BRIz A 40 M 2F 52 B HIE B . miR-1285 fi % ik T+
TR 2 BRI R AT M Y 38 B RE T BE R I TR S B
20 A R T 2R G T R B miR-1285 5 B B 98 1Y
AR R R YA G . miR-1285 1] fEAE Sk B i
20 it B A DR R O A M Y U T A R R R T
fE . A3 HTH & T e 09 mT RE AL - A B 9 K BRAE 1B IR
Jii o miR-1285 S HI 56 8E A 45 A L miRNA %S U1k
HAHEERMIRISOEAE A ERKIEASHILHE YAP]
1 mRNA K455 705 557K 710 ] B0 P ok 7 T
BE I AR AT 5 A B ST R, miR-34c 5
miR34b ji i 8 45 80 KL A P53 0 4% 5% 5 S000 SR Y
ZAEN  miR214 ) 3 R 45 10 5 e £ A Bl 2k vk
BRI -3k I E A F Y LR (PTEN £ K. 2 5&
F O BCAKT) 38 i . M A B 59 1) 4% B o 72 e
PERS s miR-210 18 i % 8 3% (R 4 4 B i 5 I 7
LaCHIF-1o) A IR 45, 2 55 IR 55 A% B 0 48 A A Al

Zi B riR . miRNAs il i AR LR S 5
O ) kA R B B . AR SCIE A X 40 i) 5P L g
B WA ST KB, miR-1285 5 D 8L 19 & A4 DN SR
20 0 ) 348 B S R T R S 3 W LA R SR R AR
EREPREEREREEMHEE T ZERP Rk T
MU B Rt — S R . RSN T miR-1285
SO0 g KA RBEE T — 2 W LG S RE AN AL 56
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