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[HE] B# HARSEMNEMEAECMV)-1gM & CMV-DNA s 84 )UE @ o7 & I K 699 i &
L. FiE RAKFRLZERNIRTARER 122 4 #4 E 0 i05m 47 X % ILCGRE 4 6 ik CMV-1gM,
F B A 3 £ AR 4T PCR 46 % )L % 5 Jkik 69 CMV-DNA; 7 it B i% IR F 4 186 4] L & 4 55 IR 4 L & A =xf
AL, A& ZLAT £ &L CMV-IgM = CMV-DNA ¢ Fa 1 & £ 5, 5 i 38 & 3K 4 T4 442 (ROC) o % 1 4 4
BB A4 CMV-IgM.CMV-DNA £ # B 84 UE mIe 5% &4 X P ey i, HR 44 CMV-IgM 4
CMV-DNA 4 fa bt 5 3 % F 3F 4L, £ 5 A 463 % & 5L(P<<0.05) . AR4BF# 54,1 d £ 64 A4 CMV-IgM
B CMV-DNA B4l 69 % PRl 55k &5 2 A M6 R AFAE 20 9, S 41 CMV-IgM & CMV-DNA 3% 546 7 49
BrBEERG, A EEFHA %I EELP<0.05), 2 ROC W& 5 # s #) 4 CMV-1gM & CMV-DNA 5 &
e A TEARK, RBEFFE BERAE. ARRANEARX.SHRN ARG, Hig Ko
CMV-IgM,CMV-DNA 1t 3£ 4 0 23 B 40 )L E 20 B 5% & 47 XA 24664 4 W7 44
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[ Abstract] Objective To explore the diagnostic value of combined detection of CMV-IgM and CMV-
DNA in infantile cytomegalovirus hepatitis. Methods The serum CMYV virus antibodies of 122 children diag-
nosed of cytomegalovirus hepatitis in Liaocheng People's Hospital was detected by chemiluminescence, while
using fluorescent Probe PCR assay with serum and urine CMV-DNA, The other patients from the health ex-
amination center with no infection in children were subject to control group. The differences of CMV antibody
and CMV-DNA positive rate were analyzed in infant of cytomegalovirus hepatitis. The diagnostic value of sin-
gle and combined CMV-IgM and CMV-DNA in infant cytomegalovirus hepatitis was compared by ROC curve.
Results Compared with the control group, There were significant differences in the positive rates of CMV-
IgM and CMV-DNA (P <C0. 01). According to the age group, the total positive rate of 1 days to 6 months
group combined with CMV-IgM and CMV-DNA in the highest;clinical features of grouping,the total positive
rate of CMV-IgM and CMV-DNA the highest jaundice group,the differences were statistically significant (P
<C0. 05). Through the ROC curve analysis,the curve of the joint detection of CMV-IgM and CMV-DNA in the
hepatitis group was the largest,and the sensitivity,specificity, positive predictive value and negative predictive
value were the highest,and the diagnostic value was the highest. Conclusion Combined with CMV-IgM and
CMV-DNA detection in infant of cytomegalovirus hepatitis has a better diagnostic value.
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SEH B AR, P AT B R R
K LK E 4N 3 (CMV) & e i f LN 98 f5 28 A
AR B RS I E f R AR o] R R CMV K
Py BRI EDY . ARG R RS W 5
KKy CMV-IgM K CMV-DNA IX P 5 5 b5 4 17 7 25
PR T AL S H A5 G T X P 3T A A ok 22 40 L 20 i
i 15 I R 2 W 1A .

1 #wREFE

L1 —%OR R N REEBEJLFF 2013 4F 1
HZE 2017 4 1 A #0210 B 40 M 5 T & 8L 122 4
VE R BdL g 55 71 . 22 51 ] AR 1 d 31 3 %
T HAb R CMV-IgM & CMV-DNA 3 & 5E. 7
T[] 307 4 B A% {4 L 35 186 9]/ Sy % HE 41 . Hoep B3 90
Bl 4 96 B AW 1A H 2 3 %, AR L TG IR YL E
Ko P Z BB K AE 8 22 e e gt 2w B X
(P>0.05), ASHFSE Wk T A RIS Be A6 28 D3 25 W
¥l ik HB LK 8 Fs W .

1.2 A 5ialH CMV-IgM R & K H R R L7
BRI KB ER 460 , CMV-DNA % Bl ABI Prism
7500 FLmf P PCR ALK I L 3K 5% By B Z VLA W Bt
BN A ARAE . R A B A 4 B B AT .

L3 ik VRS I O 41 % 4 L ki 3 mL.,
AR BERE RS Ja # g /N, &R 3 000 r/min £
L 10 min #E41F CMV-IgM K CMV-DNA £ | ; 5 4
IS 4 L BR IR 10 mL 47 Kl CMV-
DNA #l, CMV-IgM > 22 U/mL Y FH £, CMV-
DNA>>1 000 copies/mL 2y BH:

1.4 Ziitsehbsl R SPSS19. 0 847501t 2%
AT R EOR T s TR R 24 ek ¢ K.
BAOpl R IR G DN 1 12 W R0 RE 32 1k A T AR R R &
(ROC i) 2347, LA P<<0.05 N ESHLGH¥#E L.
2 & ES

2.1 Pigl CMV-IgM,CMV-DNA H.# CMV-IgM
5 CMV-DNA & — 545 A5 B M0 b 228 JH IR 452 4
FER A E A IF R 2 EYE. 76 B4l 5 % B4l b g,
CMV-IgM 5 CMV-DNA [H P % 22 5 F G it 2% 2 X
(P<<0.05), %1,

* 1 f&BIA 53 B A CMV-IgM.CMV-DNA bt [n( %) ]

4 5] n 1. CMV-IgM B 1/ J} CMV-DNA FH 1
95 191 4L 122 106(86. 9) 82(67.2)
X B AL 186 10(5. 4) 000)

2.2 [FIAE 5320 B0 M 7 T 48 iR )L CMV-IgM,
CMV-DNA (e #  # BILAARIEE R o0 4 41, 53 5
F1dE6AHGIHFD.6 AHZRNTF 12 GBIFD,1
~<2 %8 i), 2~3 % (12 ffi), KNR4ERITHE
Y M5 2 JF 48 8L CMV-IgM . CMV-DNA 1% & [ 1

FTREF 2018 F 4 AF 47T A% 11 4

RERFITHE X (P<0.05, L% 2,

2.3 OR[EVAER B 408 B R B L CMV-IgM,
CMV-DNA  A#F5E 122 )8 L e 82 ] L i £
% 36 1] R 60 ). Nz 37 4| S K
KEBAR T 6, R4 L RE R 8L o 4l 817
CMV-1gM 5 CMV-DNA £ . £5 41 5 P 28 2 [
H 25 5 Ge i 78 L (P<<0.05), L3 3.

%2 AEEMAEI CMV-IgM.CMV-DNA #& [ 2(%)]

il CMV- ffi./JR CMV- S PH R
A n P

IgM FH 1 DNA B %)
1dE64A 53 44(36.1) 41(33.6)  0.314 43.4
6 MMHAENT LR 39 34(27.9) 29(23.8) 0.252 32.0
1~<2 % 18 17(13.9) 7(5.7) 0.001 14.8
2~3 % 12 11(9.0) 5(4.1) 0.001 9.8

=3 AREREHBBEFXEIL CMV-IgM,
CMV-DNA #&il[7n(%)]

s s R 1. CMV-IgM i/ )R CMV-DNA A PE P %
FH FA T (%)
HIE 82  75(61.5) 61(50.0) 0.207 65.4
KA 7% 36 30(24.6) 24(19.7) 0.252 27.7
JHF AL b K 60 52(42.6) 44(36. 1) 0.191 44.5
A K 37 29(23.8) 26(21.3) 0.298 24.6

BREBAR 7 7(5.7) 1€0.8) 0.001 5.7

2.4 CMV-IgM., CMV-DNA ¥l K B¢ 4 & (%)
ROC gh £ 4> #r CMV-DNA fh £k T i #14 0. 406,
CMV-IgM £~ 1 A1 R 0. 665, 156 A K I 9 3 45 b
M2 T A 0. 872, WA 1,58 4,

A1 MM BEAKRN CMV-IgM 5 CMV-DNA
By ROC gh

x4 CMV-IgM . CMV-DNA 3t E 4l i 55 =5
BF 4 22 JL KIS B 3 B
TES WA Ak

T F REE HRE i
RS WO O AE
CMV-DNA 0.406  48.2 54.6 45.3 52.8
CMV-IgM 0.665  62.3 45.3 69.9 41.7
S oAl 0.872  71.8 66.7 82.2 75.6
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BEA) )L BE PRI R B SR AR 2 Fh 24 5 WA
B R 9 7 . CMV  EB i 8 A §% &5 4 7 5 40 ]
BB AR X IS W7 S iR 7 B Y . B4 )L CMV
JEY 5 4L 4% 32 B o B B L T8 RE L AR R R 1 B
ST s o N 2 = Q7 R G o 1 o 1
CMV I # R H &Y ARG AT 4r 2 4 Fp
I R 2 A . I PR L G #8598 B0 R U IR AR, v D)
JE AL TR B Ry 22 DT R 28 By 9 9 15 22 AN IR BR
[IE=22 8 N5 T R 0 o S e = S N S
AT B CMV A3 0] 4240 b 25 5 G fis O s 2
RAESFBEILM R EREKE FHEF. DB IILER
I Z AL B IE . ABFEIE T CMV e it 48 i
L it R R B 2 4y 89 L JHF RBL I K L S Dy fig Az 45D 122 )
S A FE L 186 ] #E 4T CMV-IgM Jz CMV-DNA £
W, 25 S8R % B4 S X IR 4] CMV-1gM, CM V-
DNA [ FHME e LB 22 5 3 G it 2 3 L (P<<0.01)
X b2 R Ul WA B g B CMV-TIgM 5 CMV-
DNA X555 (1) %5 5012 W e 31 1 8 24 F L X0 1Y
A2 WS B LK

CMV & A S5 BT L Y AR 8 2 g e R3S
ANE] B AR WA AT 25 5 R 2 M2 .
P 2E 3 B R R ARE B LM AR I UEAT T AN B0 4 4L
ZER IR 0~6 N H AL Y R I . JBRESE" [l FE
R 1~6 A H 20 IR R f iy A 3 AR i AR
JURYSE R AR AE UE AT T 20 41, 45 3 32 0 LUBF o) 55 % .
Ol R R UL AR G S R LB AR
G NFR2ATW 1 d= 6 MHEILA N CMV-IgM I
CMV-DNA [BHE iz i 9 4 [ B )2 CMV i £ 45
T 30K S T A IO 2 e vy 114 4L o A B Pk 3R A 45 21 22 1)
(22 5 G2 B X (P<T0. 05) , 53X FI LA b {7 2% %
MW FEAEST . 3R 3 A UL AE DA R RRAE A9 43 4 v o B
9B 20 A 45 48 A BH A 23 S PH PR 238 A o 19 4 K T
WIS PR 0 B B R E KA Z RN EF A ST F R
SC(P<0.05) . A H ¥ S5 (4 BF 58 8 H 6 A 4 I IR
CMV-DNA 5 i CMV-1gM 2 Wi th (6 i K. A F5E
KPS KN CMV-IgM 5 CMV-DNA i ffi £k T Ifii
KN 0. 872, RBLE RS BE B 5000 8L L B 2 i
WAE S 3k 71, 8% .66, 7% .82. 2% .75. 6% . ¥ F
25 FAIGURTIN o b R B 5 A% SR IR I 22 (] ) 22 S 2R
it B S X YA CMV-1gM 5 CMV-DNA [
BRI A Y SCBE R 1k FH AR AR B 3B ARG X A% AR
LB 7 5 A 3 T

25 PR VBEA R CMV-1gM 5 CMV-DNA #J
DAAR &7 1 5 35 11 B2 4 L 6 b iy CMV 9 B S s, Xof
TREILA RIS W R BG ST TR IF & E B R
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