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[Abstract] Objective
(CRCOC) tissue and to explore its significance. Methods

To observe the expression change of melanoma-associated antigen (MAGE)-A9 in colorectal cancer
The samples in 23 cases of initially diagnosed CRC in the Affiliated Hospital
of Nantong University from January 2006 to December 2008 were collected. The quantitative real-time(qRT)- PCR was adopted to
detect MAGE-A9 mRNA expression in cancer tissue and corresponding paracancerous tissue. Its correlation with the clinicopatho-
logical features and prognosis was analyzed. Results The positive rate of MAGE-A9 in CRC tissue was significantly higher than
that in paracancerous normal tissue(P<C0. 05). MAGE-A9 protein expression in CRC was related to the clinicopathological features
such as tumor differentiation degree(P=0.011),TNM stage(P=0. 003) , tumor infiltration depth(P=0. 001) and lymph node me-
tastasis(P=0. 003). The survival analysis showed that the expression of MAGE-A9 was closely related to the prognosis of CRC pa-
tients. Conclusion MAGE-A9 expression is increased in CRC tissue,suggesting the poor prognosis.
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1.2.1 qRT-PCR % MAGE-A9 mRNA 3 ik i i 52 i 58
T A R 40 BT (QRT-PCR) #E4T W 58 . ¥E B 23 191 37 &
CRC K AR 9 55 1E 55 41 245 4%, TRIZOL (36 [ Life Techolo-
gies 24 A PRI RNA, #ial 7] £ U0 W] 43 #4730 4% 5% 4 cDNA,
JG 47 PCR Y14, PCR W & 40°F 295 ‘CHASHE 3 min, 95
‘C 30 5,60 °C 305,72 °C 30 s, 2 Jif 40 MEFF . L GAPDH {E
FN S, H R AL 2 0 55 A1 20 MAGE-A9 3 A X ek &
GAPDH 2|#uF :5'-CAA TGA CCC CTT CAT TGA CC-3’
(BB 5 -GAC AAG CTT CCC GTT CTC AG-3' (F il
51#). 202 bp, MAGE-A9 2 X 5 5 7 5] % 1 F . 5'-CAC
TGT ATG TCA TCT CTG-3' (¥l %) #f1 5'-ACT ACT
GTC ATT CAT TAA CT-3"CF##314).280 bp, ikHEE 3
W WOE- S AT 5387

1.2.2 Sy gUb#getn A5 R A EnVision 43k ik
T e 2R b 2= e 0 43 17, iR & 1 T b 2 e A AR W 4
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—Hi. HiZBEeEARL BB A sk Y0 R BEPLE 5 A~ 400 £5 R
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50%~80% 1% 3 4y, FH I 4I ML E 4 Ltk K F 8026 ~100% 15§ 4
G o P I €0 5 B 0 PR 48 R L ) 09 SR FR A O MAGE-A9
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MAGE-A9 mRNA 75§ 21 £ R 8 55 41 23 v 1) A 4] 3 38 7K OF- 43
)2 44,9248, 03 F 3.8140. 93(P<0.05), MAGE-A9 mR-
NA FEJi 204U (1) 2R 35 29 57 22U iy 11, 8 fi%,
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A.B.C.D:CRC 441 MAGE-A9 & [HP:F2i%; E.F: MAGE-A9
I A T R R IR 20 6 3k - MAGE-A9 JE i F 41 Jifd J5i 5 4% 0,
ik : MAGE-A9 & {7 FE F 41 it s A.C.E: X40;B.D.F: X400
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AR R MAGE-AY EAMRIE

x1 CRC H# 1 MAGE-AY RiZ5REIGK
TRIBYSFMERI K R n( %) ]

i H n KFEEG=9 EFEEGH=109) r P

LR 3.304 0.069
5 130 54(41. 54) 76(58. 46)
7 73 40(54. 79) 33(45. 21)

IR () 0.137 0.711
<60 75 36(48. 00) 39(52. 00)
=60 128 58(45. 31) 70(54. 69)

[VA=S 2.508 0.113
7] 153 66(43. 14) 87(56. 86)
Hin 50 28(56. 00) 22(44., 00)

LAY 0.348 0.555
s 182 83(45. 60) 99(54. 40)
Feple 21 11(52. 38) 10(47. 60)

IHLFRRE 6.462 0,011
s 34 9(26.47) 25(73.53)
g 169 85(50. 30) 8449, 70)

TNM 4334 11.497 0.003
0~ 46 31(67. 39) 15(32. 61)
1] 80 35(43.75) 45(56. 25)
M~ 77 28(36. 36) 49(63. 64)

B TREE 13.207  0.001
Tis+ T1 7 3(42. 86) 4(57.14)
T2 44 31(70. 45) 13(29. 55)
T3.4b 152 60(39. 47) 92(60. 53)

W EEF 13.960  0.003
NO 125 66(52. 80) 59(47. 20)
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gkl CRC HLAH MAGE-AY RiIE5E2HIGIK
ISR K R (%) ]
biH n  ARFE =9 FHFEIEHR=109) r P
Nla 38 19(50. 00) 19(50. 00)
Ni1b 20 7(35.00) 13(65. 00)
Nlc,2a.b 20 2(10. 00) 18(90. 00)
AHi CEA(ng/mlL) 1.219 0.270
<15 121 59(48. 76) 62(51. 24)
=>15 27 10(37. 04) 17(62. 96)
e 55 25045, 45) 30(54. 55)
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W B 7 (P<C0. 01) , oygg #5457 L W 43 4k L TNM 43 31 | Jbfsge 12 0
TREBE M 4556 8% K AR FiT CEA JKSF ¥ 2 52 m CRC B35 B R 1Y
I R (P<C0. 01), JLEE 2, X b 5% mi 8 3 15 9 R &R it
— i1 2 W #E Cox KUK H 6 ok B 70 2 By, Z5 R R,
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PR AR BoR £k MAGE-A9 41 CRC & # i A 12 i 7] B
AR TK 725 MAGE-A9 41 (P<C0.01), 4517 M A% 45 4k i
P W TNM 4301 B2 R B @5 CEA 7K S 3 19 4 77 0 ) B
B4 (P<<0.0D) . LK 2,
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5iH LS 2SR
n P 95% CI HR P 95% CI
MAGE-A9 ik <<0.01 6.537~34.776 9. 005 <0.01 3.766~21.536
= 109
fi% 94
W) 0.736 0.678~1.735
<60 75
=60 128
PE 0.114 0.408~1.101
5 130
e 73
(A <0.01 2.044~6.099 2.601 0. 004 1.369~4. 942
7] 153
B 50
H G2 0. 350 0.292~1. 547
Ji g 182
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SR <0.01 0.195~0.513 0.417 0. 004 0.231~0.751
[ 169
K41k 34
TNM 7341 <<0.01 1.594~3.128 2. 111 0.019 1.129~3. 948
0~ 1 46
I 80
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N 125
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>15 27
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gZx2 BEEZMNMEEZSMIGRFESMEN S FEEFEREHNE I
i H LS ZHE 5
; n P 95% CI HR P 95% CI
T EL 5 B A s 191) 0. 634 0.689~3.127
MAGE-A9 % ik 59
MAGE-A9 it ik 66
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3 it i
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WFFE R I MAGE-A9 75 -9 B 8 I8 . 6 5 1R 4 it 98 <5 2%
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RNEBUGHIARTT . A58 & A 5L s B MAGE-A9
S HEAT AP AR G R I I 0 TR A

EARRE R A A WE 32 A qRT-PCR 2 M 58 41 414k
2l AW T MAGE-A9 mRNA Fl MAGE-A9 % [ 7€ CRC
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P Bk MAGE-A9 0] 85 i 4 & J ik it A 5%
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SHBMGEIR TG % R, 28 &I MAGE-AY & £ ik 428
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W RIS BlIm A 5 B ), By F A A b IR A
TPl MAGE-A9 M AL RS 1) 6 R . X e 25 L R ] MAGE-
A9 W e CRC &4 RJEPE TEZ/MEM. i2H Cox LA
JRUISS: TR A5 780 30 47 B0 R 3 TS 40 T 8 I MAGE-A9 3k, b
T IR A3 Ak L TNM 43 300 L fi 7 ¥ 10 0% B L ok B8 285 0 B M
AR CEA K5 CRC BEWE A X, £HE B 50t —
B MAGE-A9 = 3235 s 0 & s 43 4k . TNM 23 11 0
R CEA /KRR m CRC BE WG M E &M r N, ff
il Kaplan-Meier #4347 i 7% » MAGE-A9 £ #3541 CRC B %
I MAGE-A9 R34l 5 FEAFRK ., X EIKE MAGE-A9
R IB PRI IR BUS 25 . MAGE-A9 138 335 J& — >3 37 19 T
JE A R R B AR & I A BN CRC IBIT I — 42 H f5 5.
PRI 4 W7 76 25 T o 3 vl MAGE-A9 A i 98 5300 B I 4y 32
IR L AE— R Ll R AR 9 1R T L 2 A T o 2
MR AEAE B R T EEAEM . A, MAGE-A9 & ik
ARG 23 FT RSN PN 900 5 358 7 Al o 26 42 30 e 988 40 L ) 46 37 57 Ak
FeRp R GRE EE MR . AU A S A0 i S
WFE AT IR AR

R 5 A A W IR A it MAGE-A9 5 2235 T 48 M i
AR BR A AR . (AR R A AR B 5 b & BLAE 2 B CRC R
Bl MAGE-A9 35 F ] 5 40 g . 3% Fl 3 R 0] Re i 2t — 25
P REEARBEIRAN R MAGE-A9 75 1] J5T 20 M 3= ik 49 5 S RNE
ML .

g EPTR AW E 45 R B8 CRC 440 MAGE-A9 &
Fik I EBE BUG 2 E WM K. MAGE-A9 1] g2 CRC £
Wy N CRC 835 15 B 25 22 48 4, [/ B ] 4 2 CRC By v 7
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