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Expression of HOXB7 protein in colorectal cancer and its clinical significance
LUO Yunchun ,YI Wen ,YAO Yuzhou,ZHU Ni,QIN Peng fei
(People’s Hospital of Yichang Center,Yichang , Hubei 443000, China)
[Abstract] Objective To investigate the expression of HOXB7 in colorectal cancer and its relationship with clinicopathologi-
cal factors and prognosis. Methods Eighty-seven patients with colorectal cancer were retrospectively analyzed. The expression of
HOXB7 mRNA and protein in colorectal cancer tissues was detected by RT-PCR and immunohistochemical methods. Their correla-
The relative expression level of HOXB7 mRNA in

colorectal cancer tissue was(42. 4=+ 16. 3) ,which was significantly higher than(19. 44-7. 6) in the paracancerous normal tissue( P<C

tion with clinicopathological parameters and prognosis was analyzed. Results

0.05). The positive expression rate of HOXB7 protein in colorectal cancer tissues was 73. 9% , which was obviously higher than
10. 3% in the paracancerous normal tissue (P<C0. 05) ; expression of HOXB7 protein was significantly correlated with the TNM
stage,lymph node metastasis and distant metastasis(P<Z0. 05) ,moreover the patients with HOXB7 positive expression had poorer
prognosis. Conclusion HOXB7 protein expression is up-regulated in colorectal cancer tissue,and its high expression is correlated
with the clinicopathological factors and prognosis in the patients with colorectal cancer.
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