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[Abstract] Objective To investigate the correlation between TYMS gene mRNA expression level and EGFR mutation in
stage [l A-N2 non-small-cell lung cancer tissue (NSCLC). Methods The branched DNA-liquidchip technology (bDNA-LCT) and
mutant-enriched liquidchip (MEL) technology were used to detect the TYMS mRNA expression and EGFR mutations at exon 19
and 21 in NSCLC tissues from 30 patients with stages [[| A-N2 NSCLC, and the results were analyzed. Results Among 30 cases,
low TYMS mRNA expression was in 14 cases (46. 7% ) ,middle to low TYMS mRNA expression in 7 cases (23. 3% ) ,middle mR-
NA expression in 7 cases (23.3%) ,middle to high TYMS mRNA expression in 0 case and high TYMS mRNA expression in 2 ca-
ses (6.7%) ;12 cases of EGFR mutation were detected out with the mutation rate of 40. 0% .including 6 cases of exon 19 deletion
and 6 cases of exon 21 missense mutation. The TYMS mRNA expression level was correlated with the EGFR mutation. The EGFR
mutation commonly occurred in the tumor tissue of the patients with TYMS mRNA low expression (Z=—2. 604,P=0. 009). Con-
clusion The TYMS mRNA expression in NSCLC tissue is correlated with the EGFR gene mutation, which can provide references
for the drug selection aiming at the patients with different conditions.
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