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[ Abstract |

Objective To explore the expression of macrophage migration inhibitory factor (MIF) in renal carcinoma tissue

and its effect on invasion of renal carcinoma cell. Methods Forty-eight cases of patients definitely diagnosed with renal cancer in the
Department of Pathology,the Inner Mongolia Autonomous Region People’s Hospital and Baotou Municipal Tumor Hospital from
March 2013 to March 2015 served as the research subjects. The expressions of MIF protein and mRNA in renal carcinoma tissues
and adjacent normal tissues,renal carcinoma cell lines and normal renal tubular epithelial cells HK-2 were detected by adopting the
Western blot and RT-PCR. siRNA MIF and siRNA NC were transfected into renal carcinoma cells by liposome. The transfection
effect was detected by Western blot and RT-PCR. The cell viability and invasion ability were measured by MTT and Transwell
method respectively. The expression of hypoxia inducible factor 1-alpha (HIF-1a) and matrix metalloproteinase 9 (MMP9) was
measured by Western blot. Results The expression levels of MIF protein and mRNA in renal carcinoma tissues were significantly
higher than those in adjacent normal tissues (0. 89+0.09 ws. 0.18%+0.02,1.19=+0. 04 vs. 0.19740.01,P<C0. 05). The expression
levels of MIF protein and mRNA in renal cancer cell line ACHN,769-p,786-0,Caki-1 cells were higher than those in renal tubular
epithelial HK-2 cells (P<C0. 05). Compared with the siRNA NC group,the expression levels of MIF protein and mRNA in siRNA
MIF group were significantly down-regulated (P<C0. 05) ,the cell viability and invasion ability were reduced (P<Z0. 05) ,and the ex-
pressions of HIF-1a and MMP9 were down regulated (P<Z0. 05). Conclusion MIF is highly expressed in renal carcinoma,down-
regulating MIF expression can significantly inhibit the renal cancer cell invasion, which might be related with inhibiting HIF-1a/

MMP9 signaling pathway.
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MIF 235 . fig f 2 B A% 40 B 3% 0 B 40 M 58 6 TV B g 1 04 F 5%
R B, T BB T IR B 4 i MIF 3R 5k, g W 3 10 )
RO

i 5 g ST ) o R T e A A S R R B 3 T
G745 b 92 40 B Ak B I R 4R 1Y SRR B v, BRI O T {68 A A
% 3 o7 B BRI PR P S KotV B B A8 S R D T A 4
T e i 4 K. Hoh HIF-1a & — Fh b s 17 Sl 5% 38 55 i
PR I R SR A R TE IE R SR BE T HIF- 1o 9 B 1 . 3
KK AR T AEAR A R 35 F . HIF-1a 2 E IS K IR 455
T 35 R U AR L T P R R A R SO M O T AR
i T8 (B AR S A A B T R A % R R R DY g
C % Won, HIF-1o 76 Ak 2 MR 41 20 b & 26 15, 9F B MIF [ 47
TEREE I ) HIF-1a 1 R MR S 2 748 o 3 17 2 2 I e 48 i 17 P it
AR HRESY L SR I 12 22 5 R R B RS
T 1 B R 2 2 — T bR ) 1R 2 B B b % i JRE A0 L 2 5 A
i 0 35 S5 i R R S e R L T MIMIPs 2 A 5 400 0 A 356 5
iff A 00 b R A A 2 S Y I O 32 A AR K f D Hop
MMP9 j& MMPs 52 fic K 1) 7K it 5 - R 65 B ff 60 45 TV 8 )i J
TE P A dpc o T BE A S R 4. T ELAFSE R B, MMP9 LB Y
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