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Yl ff & U937 . HL-60 F1 Tera-2 i cDNA 1 % 333 F 7 i 1T-
GA WA AR I B, i 45 28 TTGA9, IF & il & iy cDNA
FFHMAREIRITS] . ITGAI iy cDNA (i 3 139 ML R AL .
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