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[Abstract] Objective To explore the correlation between catechol-O-methyltransferase (COMT) gene polymorphism and the
occurrence of senile hypertension with depression. Methods Ninety-eight Han inpatients with senile hypertension complicating de-
pression(elderly hypertension complicating depression group) in our hospitals from January 2010 to July 2014 were selected and
contemporaneous 100 Han cases of senile hypertension (elderly hypertension group) and 100 healthy Han elderly people(elderly
control group) served as the study subjects. PCR-RFLP was employed to detect COMT gene 1947 locus polymorphism distribution
frequency for conducting analysis. Results The genotype frequencies of AA and AG at COMT 1947 locus in the elderly hyperten-
sion complicating depression group were significantly higher than those in the elderly control group(28. 57 % ,51.02% ws. 19.00% ,
39.00% ,P<C0.01). The A allele frequency in the elderly hypertensive complicating depression group was significantly higher than
that in the elderly control group(54.08% ws. 38.50% ,P<C0. 01). The risk of hypertension complicating depression occurrence in
the population carrying A allele was 1. 881 times that of carrying G allele(OR=1. 881,95%CI:1.261—2.807,P<C0.01). The vari-
ous genotypes frequencies had no statistical difference between the elderly hypertension group and elderly hypertension complicating
depression group(P>>0. 05). However, the COMT 1947A/G allele frequencies had statistical difference between the two groups
(P<<0.05). The A allele frequencies in the hypertension complicating depression group was 54. 08 %, which was higher than
42.50% in the elderly hypertension group (P<C0.01),moreover the risk of depression occurrence in the population carrying A al-
lele was 1. 593 times that of carrying G allele(OR=1. 593,95%CI:1. 071 —2. 37, P<0. 01). Conclusion COMT gene polymor-
phism could have correlation with the occurrence of elderly hypertensive complicating depression. Detecting COMT 1947 locus geno-
type in elderly patients with hypertension can serve as an important indicator for predicting depression occurrence.
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IR R 3 A PIARRE 1) %2 A S ok i ey o (H G 2 A ML 0 R
WA A ST JLAS B e e O B RS A9 19 % 0 PL D o
HHETEBEERTY, JLE B kA N 3 Ccatechol-O-
methyltransferase, COMT) fig fi fk JL 2% W I 55 3 {3 5 3% HY 3%
6 Wit JL AT 1 2 JLAS T e 1) = B G . D9 3L %
V1 5 5 G LR R P R A R A ST AR B S
WA FARTT COMT Sk K 2 25 M 5 47 = I I 40 AR AE 1 56
F o LUBITE 2 4 w85 1 He I 304 AE & 93 LT b & BRI I 33t 4% 2 4k
KA G A LR I WA AE S 8 N T 1 ik PR 9 A A A A Ak
BT SRR .

1 #RE5HZE

L1 —fkl (DB AR & i AR 41 4% 2010 4F 1
H 2 2014 5 7 HAE =8 B W BERN K s I 22 B2 B 2 48
BEF 2 5 48R MO B I A O 3R BE 2 4F = i s I 90 AR 5 AR
F 98 i, IR AYI2 W B8 2010 4 A [ O R 48 R R 2
WiARAET 5 IS AE (1912 W 2 B RS i 45 47 O R A5 20 2K 12 Wi dw
#E(ICD-10) 28 3 R AR & /B 12 Wi bR L B 1T &2 28 AL 25 /R B4
fif i F (HAMD-1D 340 K F 20 0 HEBR AR R E G ). ()&
A 1 IR 20 - 0 B IR0 7E B W) B R R A B e A 22 B B AT B 11 2
AL R E 100 B IR AY 2 W S IR N AL T R
MR WibR e o HEBR 0 ABAE S5 K5 AT M . (3D AR XS BR AL . it
T[] 91 7 L W 5 R R 2 o J A8 42 5 I AR A o G 1 e R 1
K 100 B, 1l 1%, A &AM HAMD-17 $F43 3 5 IEH .
YRAARUE : BB DX DU 5 AR I R Tl 5 T 60 %, HEBR ARt
A T AR Q05 SO bl 1 1 48 0 OIR 38 5 AR B 43 2U0E 45
FEARORE A0 5 A HE AP S I A v Ak R R I L R
1.2 7 ZRMEZEGTLRLE. THWREMZ KN Z®
(EDTA)PLEEE B K I 2 mL, I 6 1l 45 48 f- 42 T — 80 “C Ik
FA PR SR IUE N 4] DNA, JE 41 DNA 132 B0 Axygen
/37 AxyPrep Il 5 K 21 DNA 5] & M 4 1, o $2 B R 77 T
—80 Cvk#iH. HI A B PCR: A Primer 5. 0 &35 4% 51,
B AR TR A PR Al (Sangon) 4 L, EiESI 4 5'-ACC
AGG GGC GAG GCT CAT-3", Fi#5l# 5'-TGC ATG CCT
GAC CCG TTG T-3',PCR H Il K B £ & 153 bp, PCR X
NAARR AE 25.0 pL 1 PCR Y RVIA R T &F LT s
% 0.5 pL A DNA 2.0 uL,PCR Master Mix 12.5 uL, 4%
Bt ) ddH, O 9.5 pl, PCR W F& A4 4 Bt i 5 i) PCR B
R A E Bio-RAD 24 ] 3k # B PCR X 47 | hi - )R
M ZAE T 095 °C 5 min J& 4% 95 °C 30 5,58 °C 30 5,72 °C 40
sy REEH 35 W5 72 °C 6 min 59 PCR JU ;373 77 9
FH 120 B 06 4 B i H ik, TR 4K £ 4 Cethidium bromide, EB) 4t
8, BE SR R G2 43 BT FL UK 25 5 . PCR 7= 41 K/ 153 bps BR
il 1 N U S DA COMT 36 K A4 . B 10. 0 pl. PCR =49, A
1.5 pL 10X Buffer R,0.1 pL Nlalll W HIRE§(10 U/pl),3.5 pL
KUK RS TE 37 CHEIRAE T IH AL 24 h 54U 9
HEAT R UK o U)W R 8 PCR 4™ 38 7= 4 BRI 4 )
fiff Nlalll (Hinl D YIS % B 10. 0 pL BFY) =4 . 16 5 EB %
1 2 VBN BEEE IS I L 100 VO JE HL Yk 50 min, 3 i) %E S
SRR E w2 | TS R I o PSPV 11 =il DS Gl w3
A TTAY TRA R D Z S A,
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1.3 Seib2#ab ¥ SR A SPSSI7. 0 Gl 4K 40 47 48 it % 4y
B T E B R UM F 4y L R R . BF 5T X 4 A Hardy-
weinberg - A U AF G AR FE . Fik PR R R A5 07 35 R A0 3R 17 401 i) L
BRM ¥ 5, IF OR F 95% CT R MM X . Ll P<
0.05 W ZFAGIHFEL.

2 & B

2.1 COMT #FE L &AM  COMT PCR JZ 7= 4 i ¥k
J& s EAMT T R 153 bp HLIKHF (B 1) 4 Nlalll p19) 5 8§ D)
Ji » FH 2 90 BN W U Mg F vk 23 AT U0 1 B L 5 Y B 100 bp 53
bp 2 45577 . A AA a5 JEE AL 75 163,100 bp 1 53
bp 3 4 FIE N AG 22 A3 R B 25 B 153 bp 1 4477
HE R GG i &R E B (& 2), KM F RIS A 3,

/77777 TI\\\\

M. Takara DL2000 DNA Marker, A F & | DNA J B & £ 4 100,
200,300,400,500,600,700,800,900,1 000 bp(JH: Hr% Bf I 5 19 K 153
bp)

1 COMT PCR #3& B B Fr Bz B B S 1% 8 X BB ik

2.4.7.8 PkiB  AA FEH AL ;1.3 PkiE GG HEFE B ;5.6 Pkl : AG 3
H%, M:Ladder Marker, A\ F % | DNA H B Kl 25.50,75,100,
125.,150,200,300,400 bp

2 COMT PCR Eg Y] 7= 4 B8 ik B

A:Gene Bank 1 COMT £:H 7 %)3:B:GG K ;C. AG B ;D AA R
B3  COMT PCR ¥ BRI &N FE
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2.2 Hardy-Weinberg V#4548 Xt 3 4119 COMT £ 3%
PR HEAT T V45 6 6, 445 SR 3R B AT 0 2 PR U000 3% 43 A A
# Hardy-Weinberg V- (% 1), 4 41 5 P AL 48 45 & Hardy-
Weinberg 5t 15 -1 .

1 # % Hardy-Weinberg &6 36

415 n ¥ P

EAE I 4L 100 0. 189 0. 664
AT e LR AR A 41 98 0.073 0. 787
AR B4 100 3.113 0. 780

2.3 AU RUSR G A EE TR I B R IR
H AAAG.GG [ RUUA 5 32 48 X B840 bE e 22 S 48 11 2%
MY (=3.06,P>0.05), W5 2, EFEFTMEL A5 G %
187 5 RUA % 5 2 A 0 B2 L 3R 25 5 R e i 18 L (" = 0. 66,
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P>0.05) . FEAF (& L H 001 2 11 4% 56 PR 8 0 % 1 45 7 Bk
AR BN IRA L, 257 A 5% B X (P<<0. 0D, H
A LB I IMARAE 41 AALAG R RS R W] 5 T AR R
BRAL (P<C0.01), AT ML FE I AR A 4148 77 A S8 037 56 B 1Y
WA X B, B A SR B RN kAR v I R O
PAERAE (19 R B J2 G S5 5L g 1. 881 f% (OR=1. 881,95%
CI=1.261~2.807,P<C0.01), L3 2. #HFEFMIEL S EFE
o I H I S0 A 20 2% e DR T R L 22 R S i R (P>
0.05), {AMAE A5 GHEMMEEBEILEZRARITHE
M A(P<C0.05), I FEFEIAS A A G5 A IR
AR I 2 v HLBE A SR AL EE B ONHE & A AR AE i XU 2
G &M RN A 1. 593 %5 (OR=1.593,95% CI=1. 071 ~2.37,
P<<0.01), % 3,

*®2 2ESMEAMEZEXNRA COMT ERBSFRMEMERTE S LR )]

21 5 n

AA AG GG A G
B4 IR 2H 100 17(17.00) 51(51.00) 32(32.00) 85(42.50) 115(57.50)
AR MR IR MARLAL 98 28(28.57) 50(51.02) 20(20.41) 106(54. 08) 90(45.92)
AT XY B 100 19(19.00) 39(39.00) 42(42.00) 77(38.50) 123(61.50)

3 BNEHNBASSLEL COMT EEBREMEMEFRES L RI(%)]

I R 4 3 38 R A R
21 51 n
AA AG GG A G
AR B IR I AR 4 98 28(28.57) 50(51.02) 20(20.41) 106(54. 08) 90(45.92)
A LA 100 17(17.00) 51(51.00) 32(32.00) 85(42.50) 115(57.50)
3 # PERGUT L ATBFIE T A 2 (3L P T A 5 00 R

B AT 1 9 R i AN A O 1 TF 9 R I R 35 4% [
B0 AL 25 DR ZO AR 19 & A AR T A S g R W)
1o IR 55 AR A 22 [ A7 5 U0 G 2R L I R A B R AR
RSO TR A T A AT DR B S 1 BB A T I Y KR AR
SO E L R 3 £ 2 R i D 3R R B A B AR o R 4y
MW, FLAE 1965 4F Schildkraut 0V 3 #2 1 1 4 8% B 1% 19 L
A% 3 Joe 2 00 A R R U0 S SR A 11 R A 5 LA B B A T
X 46 % B AR W B = A 3. 2005 4, Massat 25050 75 R 38 47
T —WiAg 56 COMT 3 W 2 &4 5 B R MR AE A M1 £ oo
WFoE, 45 R & B COMT S G1947A 2 5 & 3 AR AE 11 5 Je&
MR,

COMT J& JLAS T e 25 W o 1) = A 10 6 . T i Ak L 2% B
W5 3 (i FRIE H LA (R e M . R SR WAL AN 2E COMT 45 1
BRI EE A SN B FAFAE 1A GL9ATA AR AL H 4w i 1Y
158/108 i 48 H 4 1 40 8 (Val) 28 R B 48 (Me) , 5 B[ &
PG AL L AS B e 3 R 3k i W S b BB ) TR 3~4
REENT T 3 Al 4 A i PR (4 3 1% 22 A T 0 T M AR A A ) 22
S DT R Wi I 3% L &S B e 28 9 T 9 oK OF- . BRI EF X
COMT B[R 2 25 M 5 50 6 R I W 5% 2 24 vh TG A b 2228

5 Ao 2 A A AR A T T COMT 36 1 2 8 M 50
I A 5 9 AH 6 P B BF 5 R, I & F COMT JE A £ &Pk
50 IR B Pk B B 58 AE AE 43, Annerbrink 21 B 5Y
7R ,COMT 3£ H G1947A LA MEARNE COMT i A7 5% . i
H5 B mEASE . Miyaki 57 %F 735 #] H 4% 5 14 55 1 &
BEPAT T &S E A CHPE S, KT COMT F [ £ 8%
50 I AR OG . i Kajimoto 88 3E 47 9 3h ¥ BF 58 v 42 7R
COMT AN $h 0P o I e s e B 18 . (H H A8 o iz 2 I
A ] DU R I R R AF ST R L O 2 A T S A DG R
IR A L EIRABSE .

ARG COMT e H 1947 i 55 2 85 & 4F A
JE I A E 18 5 B S 9 56 2R IR T 45 TR R < AR i IR O
PR AAAG S5 5 F 0] B w5 F % 4R 4 B4, GG JE R R
A3 W] AR T AR 0k B A e IR T AR L B A SR A
R B4 45 38 A 2 A N 2L L B A AR ER RN R AR e i
FE I IMARAE B9 XS G 2507 26 B 1. 881 . iX 5 Massat
25T Zhou S0 — B, AW IT 45 Bt UK - AR R
H AAAG.GG JEFR TSR A A/G 55N HE BT 2 15 2% 48 %) 1]
A EF LI E L, X FEY] COMT B 1947 i i 2 &
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P55 i Y 5 8P AT RE TG 56 X B R 2 Ak IR AR A
TR 1Y 10 I 2 95 XU

BZ,COMT E N Z &M Al fig 5 & 4F & I I 710 40 5E 09
M DG KT 2 AT i I R COMIT JE A 1947 {5 3 F
BT AR SR ORI AR AE & AR ) — OB R AR IR R i — B R R
POARIE 1 R R LR T — S ik 4% .
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