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[(fEE] BM A8 Meta 548 % 2k 2434 p53 AW codon72 $ AM 5 TMABENIIMRBELRAE X E, Hik %
% PubMed,Medline,Ovid. 7 7 #= CNKI 4 3% & , §5 & p53 A B codon72 % A MEAx & 5 &) ABEA] 5 IR 5 5 B b 2 BE 64 % ) - 2 B8
B, R Stata 12. 0 2 AR 53 3K AF 69 & AT R4 34T 4031 547, ﬁﬂﬂt*u}%éﬁ'raﬁ MAe it LR X . £R  Meta
2 B ,p53 A H codon72 % Atk I ABERT F) MR K m R U BAE KM, aF AR R R B 4T IR 40 4 AT 4 %,U_T’ TE
% & R 89 40 ,codon72 % &M £ P vs. ALOR=0. 680,95% CI(0. 546,0. 847),P=0. 001],PP ws. AALOR=0.409,95%CI
(0. 260,0. 645) , P=0. 000] . PA+PP vs. AALOR=0.513,95%CI(0.350,0.749),P=0.001]% #£ % 7 34 4t £ & 4K I ) A BE Y
WIS R, R AT BARRETEBARENY BH Y. codon72 % &Mtz & £ PA vs. AALOR=1.664,95%CI(1.272,
2.177),P=0.000]4s PA+PP vs. AALOR=1.314,95%CI(1.020,1.693),P=0.003 684 & B & b 2p3& Ao T T M A B 37 5 i 5%
KA A, RIBERT 44 HWE FH#TT AN, ERLI, ERGS HWE F 469 240 ,p53 A B codon72 % A
PP vs. AALOR=0. 251,95 Vu(o 135,0.467) ,P=0.000]#= PA+PP wvs. AA[OR:O 564,95%CI(0.330,0.964),P=0.036 %4
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A meta analysis of p53 gene codon72 polymorphism and onset risk of prostate cancer among Asian population
Zhang Wansheng .Guo Binbin .Yu Hang , Teng Fei \Wang Liguo”
(Department of Urology Surgery A f filiated Hospital of Jinlin Medical College ,Jilin,Jilin 132013,China)

[Abstract] Objective To systematically evaluate the relationship between p53 gene codon72 polymorphism and onset risk of
prostate cancer (PCa) among Asian population by meta -analysis. Methods The databases of PubMed.,Medline, Ovid, Wanfang and
CNKI were retrieved for screening the case control trials on the relationship between p53 gene codon72 polymorphism and onset
risk of PCa among Asian population. The obtained data were statistically analyzed by using the Stata 12. 0 software,moreover the
data reliability and publication bias of statistical literature were evaluated. Results The meta analysis showed that the p53 gene co-
don72 polymorphism had no obvious correlation with PCa onset risk in Asian population. The subgroup analysis results on the con-
trol source showed the coden72 polymorphism in P ws. A,PP wvs. AA,PA+PP vs. AA models based on the hospital source sub-
group could significantly decrease the Pca susceptibility among Asian population[ P vs. A;OR= 0.680,95%CI(0.546,0.847),P=
0.001;PP vs. AA:OR=0.409,95%CI(0.260,0.645),P=0.000; PA4+PP vs. AA:OR=0.513,95%CI(0. 350,0. 749),P=
0.001],whereas the codon 72 polymorphism in PA ws. AA and PA-+PP vs. AA genotypes in the control source subgroup based on
the common population increased the PCa onset risk among Asian population [PA vs. AA:OR=1.664,95%CI(1.272,2.177) ,P=
0.000;PA+PP vs. AA:OR=1.314,95%CI(1.020,1. 693),P=0. 003 6]. The subgroup analysis was conducted according to
whether conforming to the HWE equilibrium, the results showed p53 gene codon 72 polymorphosm was a protective factor for de-
creasing PCa susceptibility among Asian population in the subgroup unconforming to the HWE equilibrium [PP wvs. AA:OR=
0.251,95%CI(0.135,0.467) ,P=0. 000; PA+PP vs. AA:OR=0.564,95%CI= (0. 330,0.964),P=0.036]. Conclusion p53
gene codon72 polymorphism has no relation with PCa susceptibility among Asian population.
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eI 2/ L4 | A R AR SE R T p53 HE [ co-
don72 Z2 354k 55 2% Fh W98 B Stk 19 O 6 6 365 i e L JB% G o L I
FEFIHG S RS . SR X LR A AR . X FZ
T B WE5E BT 99 AN BEAS ] 299 A998 191 o o X 4% 1 AF S R0
SR 2R . A Meta AT L5 & LA R £ BT A A 52 T Y
T 5 B 5 % SCHR R E — 25 WA iy p53 JE R codon72 £
AR AL A5 YN T TS B 2 R Y ORI
1 #MEFZE
L1 AR (DEEATFRENIR, WA K p53 JEH
codon72 22 5 ¥ ik A 28 451 € 5 37 90 N A i5 57 Jit 988 B0 2 S
)-8 BRI ST 5 (2) 955 {51 28 %) BE 218 W BT if o 590 3 7 45 2L 4
I W1 25 A Go T RE A 5 (3) & SCHRBIF 98 7 B 25 5 (4) [F] —
FEHUAE 51X 3] — A REFEAT OF 5T 70 Hr 09 STR - 18 9% fie il & R i
FEA T A K 1R SCIRAE S BIFFE X 4
L2 BIBRARdE (L JELE SCHR B N AR ¥ & p53 JE A co-
don72 ZASVERY DTS 5 (2) 52 T8 #4551 BRATE 525 (3) BTk
PO 5248 7R 5 RSO 8 TR 5 AR IS b 52 80 O 05T
1.3 K&K KA p53. polymorphism, mutation, variant,
genotype, prostate cancer, prostate tumor, prostate carcinoma,
prostate neoplasm 24 & 9% 3¢ 36 48 17 , fff ] PubMed ., Medline
FIOvid %55 56 5 17 A1 5% i SCHR E 47 K6 % B p53 . AT 51 iR
I T 5 B e 45 Sy vh SCRY R 3R] L 7 CNKT #0177 8040 2 1 it
IR o X PR 2R B HY 22 SCHEAT I . Z0  H b 2 15 & A B 50
p53 codon72 Z 3k 5 YN AT AT 51 88 2 SR 19 G 3R 9 AH G
fHE.
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1 06841 X B 1 187 fil.

1.5 it sb s R Stata 12. 0 BRAFH#AT /00T THECH R
K %R e Codd ratio, OR) 1 95 % Al & 1% X ] (confidence in-
terval, 9540 CD 35 . (DR FPERRE R Bk &It pi et 7 7
ST . SR QI I* KB 7 P>>0. 05 5 I"<<50 %042
I8 2% B G (8] AN AEAE 57 0P s S PR A0 o T B R D 1 280
BRI AT o S 22 R FHBE HL R B3 . (2) H-W 3t A% - i A6
B o GO R I IEH - LTk 2k T 00 % B % B8 B 3 LR T AR
2 % F

2.1 WIASCHRBYEEAFFIE  SCHERIF R R DL 1, PR R
AH I SCHR 75 F o 1R TS24 A R RN 4 ST AR R SR A AR 5 B
PRUE B A I ART & SR SCHR 7 RS o iR I BTt 28 O i -0
TEBIE S o (B R — UHE 58 % BE 2 A 6 R 8L 4y A 239 45 & Har-
dy-Weinberg i5t f& °F fif & H . 43 C#Hk >k B F 0 9 A B 0F
T A% 1 068 Il B A 1 187 BNt R AKE. BT A A
WEoE 3R TR 1 1 - B B 22 25 1 2R 5 B8 5% )52 B2 AR (poly-
merase chain reaction-restriction fragment length polymor-
phism, PCR-RFLP) s 47 5 Tl AIF 5 % IR 25 ok Y g 50 A #E, Hi Ay
2 THURIF 980T IR 2 H Y Ay s B AL LR 1

| ETRRERBOM =7D | o] RSB LN (50 |

1F{iip53 codon72k £ XL ik (=22)

_.‘ HBRMETEEOTHR (=15 |

| HEERNXM (=] |

FUHE BB i35 — 5 6 » B2 A T BEAE 4 4 P I SCiR L 3547 Bl X R EE
*1 29 N ST R B B AR 4FTE
9o 19 21 Xf HE 2
H—AEH Ay % F R4 B J5 X HRALR R bR e T
GG GC CC GG GC CC P(HWE)
Suzuki 9] 2003 RI& PCR-RFLP HB PC 20 46 48 7 57 41 0.029
Huang Z:[10] 2004 A PCR-RFLP HB PC 66 92 42 54 109 84 0.102
Wu &gl 2004 AT W PCR-RFLP PB PC 20 61 11 30 53 43 0. 093
Hirata 4¢012] 2007 DAL PCR-RFLP PB PC 22 89 56 26 80 61 0.978
Hirata ZE[13] 2009 DA PCR-RFLP PB PC 20 75 45 26 80 61 0.978
Chen %11 2010 NI PCR-RFLP PB PC 41 129 39 86 140 42 0.227
Khan £15] 2014 RIA PCR-RFLP PB PC 27 101 18 16 28 63 0. 000
HWE . 1 3 3 AF % - 7 s B B T B BE 9 s PB: & T ATERY .
F2 p53 codon72 U EWFE LM ABRIFIRES BHEXRZMN Meta HER
Ll 5 AR AR 4143 B N PH PZ T B 255 7 455 75 [ 5 A0 AL 7Y
Puws. A Overall 7 0. 000 0.117 0.770€0.556,1.067) 0.811(0.721,0.913)
Puws. A HB 2 0.192 0. 001 0.696(0.515,0.941) 0. 680(0. 546,0. 847)
Puws. A PB 5 0. 000 0. 302 0.791(0.506,1.235) 0. 873(0.758,1.005)
Puws. A N 2 0. 001 0. 166 0.538(0. 224,1. 294) 0.527(0.403,0. 689)
Puws. A Y 5 0. 000 0.431 0. 884(0.649,1.202) 0.904(0.791,1.032)
PP vs. AA Overall 7 0. 000 0.107 0.598(0.320,1.118) 0.661(0.515,0. 848)
PP vs. AA HB 2 0.998 0. 000 0. 409¢0. 260,0. 645) 0. 409¢0. 260,0. 645)
PP vs. AA PB 5 0. 000 0. 379 0. 689(0.301,1.580) 0.822(0.607,1. 111)
PP vs. AA N 2 0.166 0. 000 0.254(0.107,0. 602) 0.251(0.135,0. 467)
PP vs. AA Y 5 0. 001 0.516 0. 808(0.426,1.536) 0. 815(0.618,1.076)
PA vs. AA Overall 7 0. 001 0.502 1.169€0. 741,1. 842) 1.197(0.960.1,491)
PA ws. AA HB 2 0. 094 0. 100 0.488(0.208,1. 147) 0.576(0. 384,0. 863)
PA ws. AA PB 5 0. 690 0. 000 1.666(1.273,2.181) 1.664(1.272,2.177)
PA vs. AA N 2 0. 001 0. 820 0. 794(0.108,5. 808) 0.902(0.517,1.573)
PA vs. AA Y 5 0.025 0. 245 1.283(0. 843,1. 952) 1.262(0.992.,1. 605)
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g2 p53 codon72 (U FEWFE LM ABRFIRES BHEXRHN Meta HER

bl A A 4153 #r N PH PZ it AL 255 A5 7 [#6 2 A5k o 4 784
PA+PP vs. AA Overall 7 0.001 0.728 0.926(0.602,1.426) . 981(0.797,1.207)
PA+PP vs. AA HB 2 0.302 0.001 0.512(0.339,0.772) .513(0.350,0.749)
PA+PP vs. AA PB 5 0.193 0.034 1.253(0.907,1.730) .314(1.020,1.693)
PA+PP vs. AA N 2 0. 147 0.036 0.540(0.239,1.217) .564(0.330,0.964)
PA+PP vs. AA Y 5 0.003 0.691 1.102(0.682,1.782) .090(0. 868,1. 368)
PP vs. PA+AA Overall 7 0. 000 0.052 0.554(0.306,1.004) .614(0.510,0.739)
PP vs. PA+AA HB 2 0.025 0.469 0.752(0.347,1.628) .698(0.501,0.973)
PP vs. PA+AA PB 5 0. 000 0.091 0.482(0.206,1.124) .580(0.463,0.725)
PP vs. PA+AA N 2 0. 000 0.373 0.336(0.030,3.697) . 388(0.267,0.564)
PP vs. PA+AA Y 5 0. 004 0.092 0.686(0.442,1.064) . 714(0.577,0. 885)

PH: & BitE P PZ: W3k P Y A4 HWE P4 s N AFF 5 HWE P ffi

2.2 Meta 3 Hrgi 5 Meta 37 945 RIEILF 2, 90 A ik
45 HAE P us. ALPP vs. AA.PA vs. AA.PA+PP vs. AA.
PP vs. PA+AA BB LB B b I fE e W) 8 5 Bk . &%
FER 3 B R B 7, p53 FE K codon72 Z 35 M5 WY A 1 47
PRI Ty B TG OG . XX BRAT SR IR AT A s R R L T
B e i W 2H Hr, p53 LA codon72 ZASEAE P us. ALPP ws.
AA PA+PP vs. AA FERRY Y L BB R b 1 8 1 25 Ml B IR i
YRR T KA . SR, FE N BRZL R U5 5 T A HE i 41 v, p53
[ codon72 ZASMEAE PA vs. AA Fl PA+PP vs. AA %R
T HIBE 0T wGA RRE R A A . AR R ST 5 HWE
VA FEAT T A A S5 RS W EEAA A HWE P4 /19 T4
1, p53 A codon72 ZAMEALE PP vs. AA F1 PA+PP vs. AA
)k PR TR e O R I T B R S R Y — AR A R R (] 2,
£,

& 2 p53 A codon72 ERMAEEFERMILAF
5EHABERT 5 BRIE 5 BRI K BR (P os. A)
Begg's funnel plot with pseudo 95% confidence limits
° s.e. o"? logor 2
B 3 p53 B A codon?2 il R 5T 5 IR E 5
BEXRRFSE(P vs. A)
2.3 HUBME T RUZ R AR —HEBR AT 5T

AT BURME AT, 7R A IE B OR {H 2% W W] i 248, #2 7R Meta
M R R E AT e . T S B SEAR KT FR, Egger's 4 50 th % JG
Wik R SRR AR B BT R AR kL
Kl 3.
3 3 it

p53 AT 17p13. 1,4 11 MM FH 10 MNEF. 779
A>T B R 53X 102197 TE p53 K& R Y 4= 9 2% Zh fig n
[FZER 4 T4 e84 G WA I DNA B35 405 55, W 90 40 g 3%
HHETEAE®IE, — H DNA A # 45, p53 3 F % FH 1k
DNA & il . & 2 # 1i ) DNA; 41518 52 i 97 . DNA 4% 22 & il 5
WRAE L S, p53 FER M 5] & AP 1=, p53 N AT ;e 7
W p53 LA 4 S8 F & p53 I codon72 i &, W5
W p53 I codon72 i fH B FE C>G 1Y 5748 i 5 5 8 St 1
) 22 5 T Tl 20 R B 8 o S R T A5 p53 KGR TN L M
B i S I ) S Rk B e

HIF MR AR O BRI AE A RSB T R R B R R R
JR 4> T HLH S AT L P i T a e 41 8 4k
AR X 30 B 15 IR 20 B K775 R 3G 2R 44U ps3 R
A A PCNA #7400 & 3, p53 25 H 78 1 51 B i o 09 BH 2
63. 3% . WITE NS0T 5 B g 19 & A ok AR P, po3 R R R AR 2
—AFHERBEFEFS. HRWHE S, B4 Meta 587 B
WESEA Arg 48003 P B R NG S 2Bt 2 g g 1) RV . AR T
W JC 45— W 9 00 B R WU N BE B p53 codon72 N £ 3
HSRIFIREN LR, BA KT p53 HH codon72 ZHHES
T 81 9 B TR B BF 9 08 77 AE 4 IS R — Bk, Zhang &5
BT R p53 A codon72 £ 745 5 i 51 I 9 A9 & A= TG R Bk
[AA vs. PP;OR=0.88;95% CI(0. 62,1. 25); PA+ PP ws.
AA:OR=1.05,95%CI(0.78,1.43); PP uvs. PA+AA.OR=
0.85,95% CI(0.67,1.06)], #Rifi Babaei Z* {ff 57 % 15 p53
M codon72 £ 25 Mk BH B R M T B AT 5 AR 9 B9 R LOR =
6.8,95%CI(1.8,25. 1), P=0. 005], Khan 2" @ yFE 52 T
p53 codon?2 45k 15 i 51 Ik 98 19 & A 5. Sun ST 5y
I p53 FPH codon?2 7 55 7R 5 11l 5 M 8 Y K A T R B 3
FHIG . BRI AR SR AR SR 5 F R P AHER 5 B 6 p53 FE
codon72 Z A1 55 1ij 1 Bt 95 5 & 099 G- BRI 5T 2E 1T Meta
ST LR G M SRAE 3 Z A 6Bk, A Meta - Hr R M. 7
SR Hr . p53 JEH codon72 £ 45 M 5 E I AR BT 41 IR R 5
BEMETC e . 5 IR B[R] f 3k X 22 25 M A O [R) % 4 R U5 Rl B8
TETTH BRI 2 Ik o AS TR B VR o BT 0k % X6 R 200 ok 5 i AT
WA 53 #7485 R o, 3 F B B 41, p53 P codon72 £
AHEAE P vs. APP us. AAPA+PP vs. AA LB A
Y v 34 g S 2 b R AU T 20 e 0 R AR . T R X IR A ke YR T
ANBER W 4H v, p53 FE A codon72 ZEMEALE PA vs. AA F PA
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+PP vs. AA [ 3E R cp A B BI04 IR 0 B M. X SR
HH X R AR VR 9 AS () T BE 2 5 B p53 SEH codon72 £ 3 1A
S SR R S R ) — A R A . OE AT xR
AR 43 Ry 3 F I e A3 F A FER AL AT 40 W )5 5 B
FEAR .

Meta 43 H7 /& F J5L 46 SCHkBIF 58 45 SR 00 G2 31 A i R o L 445
R Z 8 kT M ARG REEENE R, & TATR
P 2 BR A, R A B B A % SRR R A 5L R 1) TF O R
S BN B X R AL 0 B E /N B BE X B 4 R A —
M PR A M g R — AR A PR BE N A LA Rk ) S 3 PR A B
PEA SR F BRI Z , S BORBE ML N 53N E
1 FH B 5 P55 22 6] 0 A BAE S X B i 9 45 Rl 25 7 AR —
TE MR . DR I T B A B R AR ) A AT 5 T2 A BF
TR LI LS IR FGE . 45 & B VRN 0y SR B8 R Rk A
A4S B 0 4598

BN H Z AR BF A p53 2N codon72 Z A 41 5 T
YT AT 470 96 5 SR JC AR O L 77 BE AR T 2 5 BB K
R IE i — 2 LR Z5 8
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