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[Abstract] Objective

tious mononucleosis(IM). Methods

To observe the influence of Epstein-Barr virus(EBV) infection on T cell subsets in children with infec-
Eighty children patients with IM in the Hanzhong Municipal People’s Hospital from January
2013 to January 2016 were chosen as the study subjects and received the anti-virus therapy. The negative conversion rate of EBV-
DNA after treatment was observed. The distributions of T cell subsets were compared between the children patients with EBV-
DNA positive and patients with EBV-DNA negative. The related factors of EBV-DNA non-negative conversion were analyzed. Re-
sults After treatment,67 children cases (83.75%) were EBV-DNA negative conversion. The proportions of CD3" and CD8" after
treatment in the EBV-DNA negative group were lower than those in the EBV-DNA positive group,and the proportion of CD4" and
CD4" /CD8" were higher than those in the EBV DNA positive group, the difference had statistical significance (P<C0. 05). In the a-
nalysis on the related factors in the children patients with EBV DNA non-negative conversion,the gender, WBC count and lympho-
cyte count had no significant correlation with EBV-DNA negative conversion(P >>0. 05), while interferon use, age and initial Ct
demonstrated significant correlation with EBV-DNA non-negative conversion( P<Z0. 05). Conclusion EBV infection can lead to dis-
turbance of T cell subsets in children with IM,so clinic should adopt an active anti-virus treatment.
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AR T AHER 43 A8 L RTRE L IR R T A 0 LS8 I af £ L £
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BB E] K A T B 4 i bR A 4 BRI A5 R T Ak 2 DNA
WO IFIMA 26 pL (9 DNA K 4K 2R 4 52048 A AR b
AT P 3 B 250 °C B M 2 min, 94 CHAEHE 5 min,
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Jit 114 CWBC) Kbk B 48 i 3 4 DA 238 7 b F of T 40 32 i fii A
. 48 HT L EBV-DNA REEHMEmEE, (O RILER
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B gL 51 s WBC Jb 46 i B 40 i T F 50 22 52 6 40
P C(P>0.05) , THRFE M A AE# BT is Co iy 22 5

FTRES 201749 A% 46 K% 254

2 N (P<C0.05) . HIRJFATAH L, BILIAYF 7 dJ5,CD3" Al
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W% 3.
*1 EBV-DNA PRt R BA 14 2L E & FRHER
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T
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o 1 29
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Wtk Ct 31.945.8 36.74+3.1 6.657 <0.05
WBC(X10°/L) 10.9+1.8 10.5+2.0 0.784 =>0.05
PRELARHI (<107 /1) 6.140.7 5.840.9 1. 143 >>0.05
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DNA 5 BH B9 A 32 B 2 3474007 - % 51 . WBC A% ik I 40 B 1 TR —0.974  0.072  0.035  0.471(0. 231,0.796)
#5 EBV-DNA %% [ ¢ 2 2 AH ¢ 1 (P>0. 05), T4 & Ay fili M3 ) 1098  0.132  0.039 1.698(1. 031,2.186)
F VAR Kl th Ct 5 EBV-DNA K 5 [ A A 56 ¢ (P<C0. 05), WG C(<330) 0.097  0.127  0.012  2.971(L. 165.4. 724)
W& 2. WBC(>10X10°/1) 0.291  0.079  0.135  1.154(0.884,1.571)
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ML, W 408 L34 57§ CD3° 1 CD8" [ ] + 75, CD1™ . WRELIC>5.5}10°/L)  0.176  0.112  0.076  1.971(0.975,1.489)
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EBV-DNA [P 1RI7HT 65.10+4. 32" 26.5241.87* 37.46+1.68* 0.9740. 18" 5.1640. 95" 8.9842.98*
I T d 62,4872, 54" 27.68+1.15* 24.26+1.64" % 1.1540.19* % 7.83+1.12% % 9. 111,97
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YT 7 d 58.09+2.84% %  30,6574-2.04% * ¥ 26,95-1.47° 7% 1,3240.21° % 11.23%3.98* 7% 9,1042.10*
F 7.142 8. 451 5.677 6.156 5. 893 2.984
P <0.05 <0.05 <0.05 <0.05 <0.05 <0.05
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