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[ Abstract |

Xinjiang Uigur and its correlastion with deformity degree of ICTEV. Methods

Objective To investigate the expression of FoxO1 gene in idiopathic congenital talipes equinovarus(ICTEV) in
The FoxO1 protein expression level of foot muscle
tissues in 51 Uigur children cases of ICTEV and 25 Uigur normal children were detected by Western blot, the relative expression
level of FoxO1 mRNA in different deformity degrees of ICTEV was detected by using real time fluorescence quantitative PCR.
Results The Western Blot detection results showed that the expression level of FoxO1l protein in ICTEV children patients was
(0.52%£0. 03) , which was lower than(1. 61£0. 15) in normal children, the difference was statistically significant(P=0.017). The
real time fluorescence quantitative PCR detection showed that the relative expression level of FoxOl mRNA in the Dimeglio type
I, and IV were 1.0240. 24,0. 6740. 15 and 0. 24 +=0. 19 respectively. There was negative correlation between the deformity
degree of ICTEV and FoxO1l mRNA relative expression level. Conclusion The transcription level of FoxO1 gene is gradually de-

creased with the deformity degree aggravation of ICTEV,suggesting that the FoxO1 gene may involve in the whole onset process of

Uigur ICTEV.
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* 1 LHRFEE PCR REHEKXSY
A gl RFF(G-3") IRk CCH P44 B (bp)
FoxO1 F.:AATTCAATTCGTCATAATCTGTC 56 204
R:GAAATGTACTCCAGTTATCAAAG
Bractin F. TCACCCACACTGCCCATCTACGA 56 205
R:CAGCGGAACCGCTCATTGCCAATGG
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ez Fop il 2 0(0.00) 0€0.00) 0(0. 00) 0(0.00) =0.05 15(60.00)  10(40.00)  =>0.05 11(44.00)  14(56.00) =>0.05 4.446.2
P =0.05 =0.05 <0.05 <0.05 <0.05 =0.05 =0.05 =0.05 =0.05 >>0.05
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