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[Abstract] Objective
cells. Methods
fection of miR-204 mimics and inhibitor for 48 h. Flow cytometry was used to analyse the effect of miR-204 on the proliferation and

apoptosis of MDA-MB-231 cells. The effect of miR-204 on the migration of MDA-MB-231 cells was detected by Transwell migra-

To study the effect of microRNA-204 (miR-204) on the biological characteristics of breast cancer

Real-time PCR was used to detect the expression of miR-204 in human breast cancer cell MDA-MB-231 after trans-

tion assay. Results Real-time PCR analysis showed that miR-204 mimics and inhibitors had significant effect compared with normal
control group(P<C0.01). Flow cytometry analysis showed that compared with normal control group,the number of G, phase cells
of miR-204 mimics group was significantly decreased(P<C0. 01) , while the number of G, /M cells of miR-204 mimics group was sig-
nificantly increased(P<C0. 01). In contrast, the number of G, phase cells of miR-204 inhibitor group was significantly increased (P<C
0.01) ,while the number of G, /M cells of miR-204 inhibitor group was significantly decreased( P<C0. 01). miR-204 mimics group
significantly promoted apoptosis.while the inhibitor group significantly inhibited apoptosis(P<C0. 01). Transwell migration analysis
showed that the number of cells of miR-204 mimics group were significantly reduced, while the number of cells was significantly in-
creased in the inhibitor group(P<C0. 01). Conclusion We find miR-204 , which can promote cell apoptosis and inhibit cell prolifera-
tion and migration,is a negative factor in the breast cancer cell line MDA-MB-231.
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