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Ambiguity results distribution and its solutions of HLA-A,B and DRB1 sequence-based typing”
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[Abstract] Objective

Guangxi population and to propose the way to resolve. Methods

To investigate the ambiguity results distribution of HLA-A,B and DRBI1 gene sequence-base typing in
HLA-A,B and DRBI genes of 1 000 donors in the Guangxi branch
bank of China’ bone marrow bank were genotyped by PCR-SBT,and then the ambiguity results distribution of the three loci was an-
alyzed. The typing ambiguities results were resolved by high-resolution polymerase chain reaction- sequence-specific primers(PCR-
SSP) and group specific sequencing primer(GSSP) methods,respectively. Results Among 1 000 samples,at least 1 locus in HLA-
A,B and DRBI genes in 96. 7% samples appeared the ambiguity results,in which the proportions of HLA-A,B and DRBI loci ap-
pearing ambiguity results were 65.7% ,58. 8% and 77. 2% respectively. For the samples of detected ambiguity results,single using
the GSSP method could resolve the ambiguity typing results of 87.37% HLA-A,93.54% HLA-B and 60. 49% HILA-DRBI, using
high-resolution PCR-SSP could resolve the ambiguity typing results of 12. 63% HLA-A,4.76% HLA-B and 15. 29 % HLA-DRBI1,
and the rest 1. 70 % HLA-B and 24. 22 % HLA-DRB1 ambiguity results were resolved by both GSSP and high-resolution PCR-SSPs
method. Conclusion GSSP and high-resolution PCR-SSPs methods have high abilities to solve HLLA ambiguity results both locate
inside and outside the sequencing region.respectively. GSSP and high-resolution PCR-SSPs methods are supplement for each other,
which can effectively resolve the problem of ambiguity results in high resolution HLA typing.

[Key words] HLA antigens; ambiguity; high-resolution polymerase chain reaction-sequence-specific primers; group specific
sequencing primer
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