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Expression and clinical significance of long chain non-coding RNA LOC285194 in human breast cancer tissue
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[ Abstract |

Objective To investigate the expression of long chain non-coding(Inc) RNA LLOC285194 in breast cancer tissue

and paracancerous tissue and its clinical significance. Methods Forty-two samples of paraffin embedded breast cancer tissue and 16
samples of paraffin embedded paracancerous tissue were selected. The expression of IncRNA L.LOC285194 in these tissue were detec-
ted by using quantitative real-time polymerase chain reaction(PCR). Then its correlation with clinicopathological features was ana-
lyzed. Results The expression level of IncRNA LOC285194 in breast cancer tissue was significantly lower that in the paracancerous
tissue (P<C0. 01) ;the level of IncRNA LOC285194 in human epidermal growth factor receptor-2( HER2) overexpression tissues was

up-regulated compared with HER2 negative breast cancer tissue(P=0. 013), there was a positive correlation between them (=

0.385,P=0.012). Conclusion

IncRNA LOC285194 may play the role of cancer suppressor gene and may be involved in the gener-

ation of breast cancer by HER2 association, which may become a target gene of breast cancer treatment.
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