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[Abstract] Objective The relationship was analyzed between clinic and the expression intensity of HBsAg and HBcAg with-
in the hepatic tissue from the serum HBeAg negative group and the positive group. Methods A total of 317 liver biopsy specimens
were divided into the HBeAg negative group and the positive group,and the relationship was analyzed between the expression inten-
sity of HBsAg and HBcAg within the hepatic tissue and their age, gender, ALT level,serum HBV-DNA load,hepatic inflammatory
activity grading and fibrosis staging in the two groups. Results Age, ALT level, hepatic inflammatory activity grading and fibrosis
of the serum HBeAg negative patients were greater than those of the serum HBeAg positive patients, while their serum HBV-DNA
load and the expression intensity of HBcAg within the hepatic tissue were lower than those of the serum HBeAg positive patients
(P<C0.05). The expression intensity of HBsAg within the hepatic tissue between the serum HBeAg patients and the serum HBeAg
positive patients was not significantly different,and it was not correlated with age, ALT level, hepatic inflammatory grading and fi-
brosis staging (P>>0. 05). After the serum HBeAg turned negative, the expression intensity of HBcAg within the hepatic tissue was
decreased (P=0.00,t=12 349. 0) ,and it became positively correlated with the serum HBV-DNA load(P=0. 007,r=0. 251) and
its negative correlation with the hepatic inflammatory activity and fibrosis was weakened. Conclusion After the serum HBeAg
turned negative,other antigenic components of HBV may still maintain the adequately active immune status within the hepatic tis-
sue of organisms. After the serum HBeAg turned negative, the expression intensity of HBcAg within the hepatic tissue was de-

creased and became positively correlated with the serum HBV-DNA , while its negative correlation with the hepatic inflammatory ac-

tivity grade and fibrosis stagings was weakened.
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470 FREF 2017 F 2 A% 46 55 4 4
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HBV J& e K 42 i 0 5 S Am T

I HBeAg Jj& HBV J@& i K Ml HE F AR R Z —, I
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BT 5 AT 4180 B 27 20 90 2 2 35 IE AR G L 50 B~ 3 S0
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PRAA O A oy W B 0 ORI O . AR BFSE R - 1LYy HBeAg B
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HBeAg F1E & & AT 411N HBeAg A5 -5 AT U 4 05 1 3)
JBEANET A AL IO A 6 4k 5 72 1L HBeAg PR & DI &2 G2 1f]
K. $Em il HBeAg 5 )5 . IF 41208 HBcAg &3k 558 &
FEAR, 5 HBYV DNA #5 B 90 IE AR OC 56 & 5 IE 4 4E I
By BE LT 4 A6 G 17 A SR O RS54k .

JF 4 i N HBV Hit 5B 52 6 #0338 Ok R 3. 51 —
AANALRE . (MiE HBeAg ¥ Fl)5 , iF 41414 HBsAg &
IO HBeAg K5 B 1942 1k . 15 HBV DNA T JJE 4 45 1%
Bl BEFNET 4 AL 55 A0 OGO R R A7 AL L N R SRR AT .
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