THRES 201742 A% 46 55 54 583

BE - ERMAFR doi:10.3969/j. issn. 1671-8348. 2017. 05. 003

KR Hes]l RmEEREHEHERINGELEE

RAFE. 7.8 F.4 &R.E& L.0FL0
(HBRFE—WEBERSIEREINF.2HEHT 330006)

[(H#E] BB MEH#EKR Hesl mAFid LA HAR(AdHesD, ik Ak R cDNA L& A ##4 , PCR 3% 7 3 Hesl,
i it T 6 % M & pShuttle CMV-Hesl § 48 Ji 45, & A pShuttle CMV-Hes1 % % &, #) # pAdeno-Hesl % # J& %, % pAdeno-
Hesl 4 2 293 tmjf, & % Ad-Hesl. A A & # TCID50 3% #t 47 9% &8 B 2, Ad-Hesl & # H9c2 & Wlém L, Western blot 4 :a)
Hesl #ik, %8R pShuttle CMV-Hesl § # /i % .pAdeno-Hesl sz #F MM E R, 5@ E A 1.6 X 10" PFU, Ad-Hesl T &
H9c2 & ML4m i A B3 & ik . 3t MOIMA % 30, 4518 Ad-Hesl &% M 30, it —F#F % Hesl 690 PUR I VA 37 530 A 2,

[k@iRm] MmEA;Mmie, Sk Hesl; A &% & 0%

[FES%(S] R511.8 [X#kFRiIREE] A [XEHS] 1671-8348(2017)05-0583-03

Construction and functional identification of rat Hes1 adenovirus expression vector "
Zhou Xueliang ,Fang Yihu* ,Zhao Yong , Zou Bin , Xu Hua ,Liu Jichun®
(Department o f Cardiovascular Surgery ,the First A f filiated Hospital of Nanchang
University , Nanchang , J iangzxi 330006 ,China)

[Abstract] Objective With the rat

cDNA as a template, the Hesl fragment was amplified by PCR, which constructed pShuttleeCMV-Hes] shuttle plasmid by directly

to construct the high titers rat Hesl adenovirus expression vector (Ad-Hes1). Methods

clone. Based on pShuttleeCMV-Hesl,pAdeno-Hesl virus plasmid was constructed. pAdeno-Hesl was transfected into 293 cells to
package Ad-Hesl.virus titers were determined by modified TCID50. Hesl was detected by Western blot after Ad-Hesl infected
with H9c2 myocardial cells. Results pShuttle-CMV-Hesl shuttle plasmid and pAdeno-Hesl plasmid were constructed successful-
ly,with a general titer of 1. 6 X 10" PFU, Ad-Hesl can be expressed in H9c2 myocardial cells, and its MOI value was 30.

Conclusion Ad-Hesl1 is successfully constructed and packaged, thus provide basis for further research on the protection effect of

Hesl on myocardium.
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