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Effect of long-chain non-coding RNA UBCI1 on biological function of bladder cancer cells

Zhu Chenxi ,Li Wenzhou ,Guo Yonglian ,Yu Jiajun ,Shu Bo ,Chen Lin ,Li Guohao ,Wei Dan

(Department of Urology sWuhan Municipal Central Hospital \Wuhan , Hubei 430014 ,China)
[Abstract] Objective To investigate the effect of long-chain non-coding RNA-UBC1 (IncRNA-UBCID) on proliferation,apop-
tosis,invasion and metastasis of bladder cancer cells and its possible mechanism. Methods The siRNA was used to silence IncRNA-
UBCI1 in bladder cancer cell line T24 cells. The negative control group was set. CCK-8 was used to detect cell proliferation, flow cy-
tometry was used to detect cell apoptosis, Transwell assay was used to detect the invasion ability and the expression of EZH2 and
MMP-2 was detected by Western blot. Results The IncRNA-UBCI1 expression in T24 cell lines was significantly higher than that
in human embryonic bladder tissue derived cells. Compared with the negative control group and blank control group, T24 bladder
cancer cell proliferation rate in the UBCI silence group was slower than that of the control groups. T24 bladder cancer cell apoptosis
cell percentage in the UBC1 silence group was higher than that in the negative control group[ (18.72+7.79)% wvs. (13.09+
5.66) % ,P<C0.05]. The T24 bladder cancer cell invasion ability in the UBC1 silence group was inhibited. Expression of MMP-2
and EZH2 of T24 cell in UBCI silence group was decreased. Conclusion Silencing IncRNA-UBCI1 can inhibit the proliferation,ap-
optosis and invasion ability of T24 cells and its mechanism may be through MMP-2 and EZH2 pathway.
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OF 2T B G R A I =404 (BD 2 w)) 3 |y 4% e
FHF O SR AE AT . 8 BTAR E W (Promega) | Ji IS W3 8y (BD
D B HE R 1 (SDS) (Sigma) i B2 £F 4k 2 5 (milli-

EB B RRIE (1979 —) , TR BRI, 1, 32 B0 bR AR MO K 46 40 D7 T 9T



170

pore) ¥l B B WD A .

1.2 ik

12,1 M ds e S e e ARG 9% b6 40 230k 5 40 ild CCC-
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40 Hfa Fl DMEM-+10 %0 Jif 2 MLV 55 3% . 5 00 40 i 15 3% 07 i 5 3%
20 45 AR ok AR M RO T T AR 1R RN, AN B B SR AR R
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6 FLAR T . AL 2 mL AR, FR AN K W 7020 ~ 800 B L B
M8 Lipofectamine™ 2000 % Yy 2 5| #: /€ U8 B 35 #F 47 siRNA B
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fitlh R AT 40 0 2 30y, 45 L R WYL 7R JB% IO R 4 i R o UBCL &34
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