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[ Abstract |

tract cancer. Methods

Objective To investigate the association between Has-miRNA-149 polymorphism and susceptibility of digestive
A systematic search of Pubmed, EMBASE and Web of Science, CNKI, Wanfang was conducted for relevant
studies. The odds ratios(OR) and 95 % confidence intervals(95% CI) calculated by Statal2. 0 software were used to assess the asso-
ciation between Has-miRNA-149 polymorphism and risk of digestive tract cancer. The Q test, I* value and funnel plot were conduc-
ted to examine heterogeneity and publication bias, respectively. Results A total of thirteen eligible studies containing 4 424 cases
and 5 290 controls were included in this Meta analysis. There were significant relationships between Hsa-miRNA-149 polymorphism
and susceptibility of digestive tract cancer(Domina model CT+CC vs. TT,OR=0.915,95%CI.0.840—0. 996, P=0. 040 ; Hetero-
zygous model CT vs. TT,OR=0.880,95%CI:0.803—0.965,P=0.007). In the stratified analysis,it was found that the risk of
colorectal cancer decreased in patients carrying CC/CT genotypes(OR=0. 834,95%CI:0.715—0.972,P=0. 021) ,especially in A-
sians (CT-+CC vs. TT,OR=0.894,95%CI:0.818—0.977,P=0.013) ,while that was not found in the Caucasoids. Conclusion
Has-miRNA-149 polymorphism is associated with the susceptibility of digestive tract cancer. The CC/CT genotypes may decrease
the risk of digestive tract cancer,especially in Asians.
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1.1 fREM & Pubmed, EMBASE.ISI Web of Science,
Hh I ) CCNKD 7 J7 55 5 A A0 A 6 80408 3, 46 2005 ~
2015 £ 6T Hsa-miR-149 H K 22 30 15 18 46 18 i & 149 955 1) %
BB 9% SCHk. AP 3CH: & 37 : microRNA or miRNA ., polymor-
phism or variation,digestive cancer ,miRNA-149,rs2292832; H
SO A A - R 2 S T AL T AR L B RNA LU miRNA-149,
JIZ R AR O SCHR B H 225 SR T A R R TR A 2015 4F 11
A1H.
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CI:0.906~1.030,P=0.289,[& 3). R . 75 &1tk 38t 4% 45 80 o
WA R IIEAL R 5 T A T8 g B e 22 I 1) A DG T (B A A
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1 Vinci 2g00] 2013 EAHM EINZEA ZHME  HB 79 58 23 86 75 17 0.91 7
2 i 1 L7 2012 pE WA 5 EBBE PB 50 190 203 46 202 187  0.43 8
3 Min Zgl10] 2012 #E WA SHE PB 48 177 221 51 219 232 0.68 8
4 Lv &l 2013 E WM A HSEME PB 30 64 253 48 103 308 0.10 8
5 Dikeakos 250121 2014 &M mwMEA  HE HP 21 73 69 33 198 249 0.45 8
6 Pratedrat Z£113) 2015  #EE WA T 95 HB 11 27 66 21 42 122 0.17 7
7 Ahn Z£014) 2013 ERE WM A A PB 44 176 241 40 187 220 0.70 9
8 Zhang 2157 2012 HE WA = PB 41 101 132 35 120 114 0.65 8
9 Pu L6 2014 HE WA A PB 22 31 134 48 103 308 0.09 8
10 Kim 2[16] 2012 WhEE WM A 9 PB 14 64 81 21 97 83 0.34 8
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13 Wang %4 2014 E WA JH-9e8 PB 104 386 454 92 414 478 0. 86 8
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AR 13 4424/5290  0.915(0.840~0.996) 0.040  1.062(0.937~1.204) 0.343  0.966(0.906~1.030) 0.289  0.880(0.803~0.965) 0.007
FERI N 12 3954/4 865 0.904(0.828~0.988) 0.027  1.048(0.922~1.193) 0.472  0.958(0.897~1.023) 0.200  0.875(0.795~0.962) 0.006
i 93 2% 0
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ik
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L HEBR AT & HWE S5 1 5 A 5 P2 35 DR 43 A7 R AU o2 #6356
SV B A R B 35 % A5 7Y S v 3 PR A TR CT ws. TT
P IZ(%) P IZ(%) P IZ(%) P IZ(%)
JERVN 0.176 26.5 0.492 0.0 0.104 0.3 0.362 0.1
Jib 96 25 Y
25 e 0.697 0.0 0. 805 0.0 0. 654 0.0 0.709 0.0
=R 0. 050 61.5 0.367 5.1 0.043 63.3 0.101 48.5
iR 0.190 37.0 0.259 25.5 0.121 48.3 0.330 12.5
s 8 9 - - - - - - - -
A
A 0.611 0.0 0. 760 0.0 0. 489 0.0 0.727 0.0
NI YN 0.028 79.2 0.075 68. 4 0.036 77.2 0. 041 76. 2
of HE R Y5
HB 0.086 59.1 0.147 47.8 0.095 57.6 0.120 52.8
PB 0.593 0.0 0.684 0.0 0.419 2.2 0.765 0.0
— BRI T EAE .
Stugy % Study %
-] OR (95% CI) Weight ] OR (95% CI) Weight
e _*'— OISR s SHE 2012) e 1080070164 866
Min (2012) —= 087 (068, 1.13) 135 Min (2012) 107070, 162) 900
Zhang (2012) —.—— 0.79(0.56,1.11) 679 Zhang (2012) —_ 118(072,191) 631
Kim (2012) —o—A—: r 0.68(045,1.03) 479 Kim (2012) —.__‘ 083 (041, 1.68) 356
Chu (2012) —0— 1.04(077,1.40) 764 Chu (2012) ——-— 131(078,221) 529
Vindi (2013) —_— 063(0.32,1.23) 197 Vinci (2013) —_ 1.04(0.68, 1.60) 867
Lv(2013) —0—:' 0.76 (0.56, 1.03) 854 Lv(2013) _.__;_ 081050, 1.31) 794
Dae (2013) —_— 088(068,115) 1086 EE H e .
) : — = (40D, 2.140) sy Dikeakos (2014) 3—0%200“12 357 306
Pu (2014) —o—— 0.81(0.56,1.17) 565 PuE01) : 114007, 198) o
Wang 2014) + 102(085.122) 2 Wang (2014) ——14— 1.20(0.89, 1.61) 1685
Pratedrat (2015) —1—0— 1.11(0.68, 1.84) 259 tedrat : 0.92(0.43,2.00) 284
Li(2015) T 072(0.44,1.17) 354 Li(2015) _‘_d: 076(053,108) 1494
Overall (I-squared = 26.5%, p = 0.176) :0 0.91(0.84, 1.00) 100.00 Overall (-squared = 0.0%, p = 0.492) <® 1.06(0.94,120) 10000
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2.2.3  HUSHESBT AE B R R bR A B A5 U 5, LA
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BN B W5, Meta 23 B1 9 45 R B0 A e 0 T &y, I
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R FAMA (Begg's #3 P=0. 200, Egger’'s ¥ 3% P =0. 249,
6).

Study %
o OR(95% C)) Weight
38R (2012) — 095(078,116) 1040
Min (2012) — 094077.114) 1082
Zhang (2012) — at 092(071,118) 665
Kim (2012) —i 077(056,106) 455

Chu (2012) —_—

D — 109(085,140) 616
Vindi (2013) _ 092(066,127) 396
v (2013) 079(061,101) 733
Dae (2013) B — 084(077,115) 1008
Dikeakos (2014) | ———— 10018 451
Pu (2014) —_— 091(067.122) 480
Wang (2014) —=— 105(0.92,121) 2091
Pratedrat (2015) —_— 1.05(0.70,157) 241
Li(2015) - 080(063,103) 732
Overal (-squared = 34.8%, p = 0.104) <> 097(091,103) 10000

T T
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Dikeakos (2014) — 133(0.91,1.94) 4
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Li(2015) _— 079(048,132) 345
Overall (-squared =8.4%, p = 0.362) Lo] 088(080,097) 10000
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LA S T A TE iR 5 Bt Z AT T IR AW B i, 2
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B R 55 - DA T3S A0 1 SRR KU T
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