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[ Abstract |

spective of microRNAs regulation. Methods

Objective To reveal the molecular mechanism of inflammatory activity of mild chronic hepatitis B from the per-
The cases conforming to the standard were divided into the mild chronic hepatitis B
group and chronic HBV carriers group. The Agilent Human miRNA 8 X 60 k microarray chip was used to detect the expression pro-
files of microRNAs in plasma in order to achieve different expression spectrum of microRNAs between the two groups (P<C0. 05).
Then the miRNA bioinformatics analysis software was used to predict the target gene,and did target genes GO functional enrich-
ment analysis and pathway analysis. Results A total of 65 microRNAs bands were differentially expressed between the two groups
(P<0.05),38 bands were up-regulated,27 bands were down-regulated. The GO analysis and Pathway analysis showed that the
function mainly involved in cell proliferation, bioadhesion, positive/negative regulation of biosynthesis, positive/negative regulation
of macromolecular biosynthesis, phosphorylated of protein amino acids, biosynthesis of RNA, Wnt signaling pathway, MAPK signa-
ling pathway,Notch signaling transduction pathway, Hedgehog signaling pathway,T cell receptor signaling pathway, TGF-8 signa-
ling pathway,mTOR signaling pathway, chemokine signaling pathway, JAK-STAT signaling pathway, calcium ion signaling path-
way,etc. Conclusion The inflammatory activity of mild chronic hepatitis B is regulated by specific microRNAs, involving multiple

life processes and pathways.
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