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[ Abstract |
Methods
package PDS019 lentiviral particles into 293 T cells and used to infect U87 cells. The green fluorescent protein (GFP) and the silen-
The re-

combinant vectors were successfully constructed. In the U87 cells transfected with the recombinant vectors, the expression of GFP

Objective To construct shRNA lentiviral vector for FPR gene,and establish stable transfection of U87 cell lines.

The shRNA sequences for FPR gene was synthesized and inserted into PDS019 lentiviral vector. Liposome was used to
cing effects of the recombinant vectors were detected with the fluorescence microscope and Q-PCR, Western blot. Results
were detected and the interference efficiency of the recombinant vectors were confirmed. Conclusion The constructed FPR shRNA
lentiviral vectors could interfere the expression of FPR in U87 cells.
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1.1 M# PDS019 plL/shRNA/GFP 1% J%5 5 2k W T i
YR AR A F . EcoR 1 N VI, Bsmb I P ) i Fi
T4DNA ligase ¥ H Fermentas /A &), S5kl 3218 7 & & 6
B TR & B Ayxgen 2] . K% A STBL3 14 Fh iy
Fl TaKaRa /A %], Lipofactamine™ 2000 J% £J %% i % Packa-
ging Mix IJ § Invitrogen /A ). 293FT 5 US7 i35 i [ 1
WA AR A A R, DMEM, G 4R M3 (FBS) ¥l H
HyClone 24 %), Opti-MEM I H Gibco /2 #], Trizol Reagent,
QuantScript RT Kit, RealMasterMix (SYBR Green) ¥ lj B K
RAALRHE LD A IRA R 4.

1.2 Fik

* EEWHE:ERAREERS R H(81301499,81460324) ,

Je Il R AE FWF 5T . A @iRAEE . E-mail: chuyuankui@163. com,

FPR (3£ 55 (NM_001193306. 1), HJF 5] 4K K 1 371 bp,
H 418 £ % (coding sequences,CDS) i T 147~1 199 bp, &
R IE G R 3 X S B TP 5 (R D .
*®1 FPR-shRNA 5| %1 FF %1
Gzl 2l
F.CACCGCTATCTCTTCCTGGATATC
ACGAATGATATCCAGGAAGAGATAGC

BN EG

1

R:AAAAGCTATCTCTTCCTGGATATCA
TTCGTGATATCCAGGAAGAGATAGC
B[ .62~ 82
F:CACCGCTGGTTCCTGTGCAAATT
CGCGAACGAATTTGCACAGGAACCAGC
R:AAAAGCTGGTTCCTGTGCAAATTC
GTTCGCGAATTTGCACAGGAACCAGC
HUji] oL . 281~301
F:CACCGCATCATCCGGTTCATCATT
GCGAACAATGATGAACCGGATGATGC
R:AAAAGCATCATCCGGTTCATCATTG
TTCGCAATGATGAACCGGATGATGC
L i 437 . 605~625

EEB N 974 —) Bl HfZ . 1 L 2N MR & A 9 23 T Bl



FTREF 2016 5F 9 A% 45 5% 26 4

1.2.2 8 RAEARMWEMETE PDS019_Pl/shRNA/
GFP # {2 Bsmb [ # EcoR 1 WiF Py ¥ i A U1 5 41 15 o]
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R F B A Dy 4 A B 18 % 3 3% f& PDS019_Pl/shRNA/GFP i,
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