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[Abstract] Objective

disease(HFMD) in Guiyang,and analyze the genetic evolution of these non-EV71,non-CoxA16 enteroviruses strain,and to provide

To explore the prevalence of non-EV71, non-CoxAl6 enteroviruses strains of hand, foot and mouth
a basis for preventing and controlling (HFMD) in Guiyang. Methods A total of 107 HFMD specimens tested positive for entero-
viruses and negative for EV71 and CoxA16 were collected from April to June of 2013. The virus RNA was extracted,and the VP4
sequence was amplified by nested RT-PCR. The PCR positive products were sequenced and the enteroviruses type was identified by
sequence BLLAST. The sequence and phylogenetic analysis of the predominant virus type was performed. Results 100 out of 107
(93 %) specimens were tested positive by nested RT-PCR, among which 100 PCR products were successfully sequenced. And the
types of the 100 enterovirus strains were identifled by sequence BLAST ;46 CoxA6,30 CoxA10,10 CoxA5,6 CoxA2,2 CoxA3 and
2 CoxA6,2 CoxB2 and 2 ECHO16. CoxA6 accounted for 42. 99% in typed non-EV71,non-CoxAl6 enterovimses,and was the pre-
dominant type. Conclusion Hand,foot and mouth disease in Guiyang was conceded with diverse enteroviruses,and CoxA6 was the
predominant type among non-EV71,non-CoxAl6 enteroviruses.
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EV71 75 5.32(75/1 410) 10. 68(75/702)
CVAL6 73 5.18(73/1 410) 10.40(73/702)
EV71+CVAIl6 2 0.14(2/1 410) 0.28(2/702)
HAh EV 552 39.15(552/1 410) 78.63(552/702)
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CVA6 46 42.99(46/107)
CVAL0 30 28.04(30/107)
CVA2 6 5.61(6/107)
CVA3 2 1.87(2/107)
CVA4 2 1.87(2/107)
CVA5 10 9.35(10/107)
CVB2 2 1.87(2/107)
ECHO16 2 1.87(2/107)
TPy 7 6.54(7/107)
it 107 100. 00(107/107)
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