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Overexpression of MicroRNA-29a regulates nucleus pulposus cells apoptosis in human intervertebral disc degeneration
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[Abstract] Objective To investigate the role of MicroRNA-29a (miR-29a) on nucleus pulposus cells apoptosis in human in-
tervertebral disc degeneration. Methods Intervertebral disc degeneration nucleus pulposus cells was isolated, cells were transfected
with recombinant plasmid cherry/miR-29a by lipofectamine method,and then RT-qPCR was used to measure the expressive level of
miR-29; the protein expressive level of Caspase-3 was detected by Western blot and flow cytometry(FCM) was applied to detect the
cells apoptosis. Results NP cells transfer to the recombinant plasmid cherry/miR-29a. The miR-29a expression level of NP cell was
significantly higher compared with the blank and empty plasmid group(P<C0. 05) ; the apoptosis-related protein Caspase-3 precursor
level significantly decreased (P<C0. 05) while the NP cell apoptosis level significantly increased (P<C0.05) after 48 hours. Conclu-

sion The overexpression of miR-29a might regulate nucleus pulposus cells apoptosis of human intervertebral disc degeneration,and

the mechanisms among it might be concerned with Caspase-3 pathway.
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