FTHREF 2016 F 2 A% 45 55 4 B 439

g F- doi:10. 3969/j. issn. 1671-8348. 2016. 04. 003
saRNA _Eif] NaT5BRE PC-3 g Numb EERIEMFR

e R R EE B
G BEAKZWE S = E ik RIS 48 22 M 362000)

(RE] BHE A T8 RNAGaRNA) & I 5 %% 77 Kok, §f & £ A #0%& Numb X B 2 fit 5t 48 5F & 289 saRNA 5 F . &
& &5 A AT Numb X B 69 3 st4& ik 5 F W42 RNAGAsRNA) 4 F , 3+ B 248 dsRNA (dsControD) % 3 & 5 A £ K F 48 /5
FIAER R . ¥ dsRNA 4 F 45 £ AR5 IR m fe (PC-3 mje), KA RT-qPCR F 4 a4 % )5 PC-3 e + ¥2 28 B Numb 4 mR-
NA & ik KF, Western blot Zh4E4: 3 j5 PC-3 mfg¥e L B Numb ¢ & G AL K F., &R  dsNumb-870.dsNumb-948 34 %k 4¢ £
i PC-3 2w jig, 7 #2 £ B Numb mRNA # & & K F;m dsNumb-298 4 L8 4w i 8 Numb mRNA =& & K-F., & dsNumb-298
BEA R #E PC3 m i+ Numb KB A&7 4.

(%] ¥ RNA; Numb; A7 5 i A& PC-3 m e

[(HESHHES] R737.25 [XEFRIRE] A [XEHS] 1671-8348(2016)04-0439-03

Study on saRNA' s upregulation of Numb gene expression in human prostate carcinoma PC-3 cells”
Chen Jinbiao ,Yan Xingyu®

(Department of Urology sthe Second Af filiated Hospital  Fujian Medical University ,Quanzhou,Fujian 362000, China)
[Abstract] Objective To screen the relatively high efficiency small activating RNA (saRNA) molecule possessing activating
the target gene Numb based on the tumor treatment strategy of saRNA. Methods Three pairs of candidate small double-stranded
RNA (dsRNA) molecules were designed and synthesized for target gene Numb, and the dsRNA in the control group(dsControl)
was designed to be non-homologous with the human genome sequence. The dsRNA molecules were transfected into prostate carci-
noma PC-3 cells. The real-time quantitative PCR (RT-qPCR) was employed to detect the mRNA expression levels of the target
gene Numb in PC-3 cells after transfection. Then Western blot was used to verify the protein expression levels of the target gene
Numb in PC-3 cells after transfecting the saRNA into the cells. Results dsNumb-870 and dsNumb-948 failed to up-regulate both
the mRNA and protein expression levels of the target gene Numb in human prostate carcinoma PC-3 cells, while dsNumb-298 was

succeed to elevate them significantly. Conclusion The dsNumb-298 molecule has the function to specially activate the gene Numb

expression in human prostate carcinoma PC-3 cells.
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