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[ Abstract |
and Graves'disease by Meta-analysis. Methods

To investigate the associations between the polymorphisms in CD40-1C/T polymorphism(rs1883832)
We searched Pubmed, CBM, VIP, CNKI, Cochrane library and Wanfang, covering

Objective

and selecting literatures according to criterions. Statistical analysis was performed by using Revman5. 2 and Statal2. 0. Results A
total of 18 eligible literatures were included(5 198 cases and 4 417 controls) , The pooling results suggested that significant differ-
ence in allele C/T frequency and genotype frequency were observed between patients with and control subjects(P<C0. 05) ;the indi-
viduals of genotype CC and(or) CT have significantly increased Graves' disease risk(CC vs. TT:OR=1.60,95%CI=1.28—2. 00,
P<C0.01;CC ws. CT:OR=1.25,95%CI=1.14—1.37,P<C0.01;CC vs. CT+TT:OR=1.34,95%CI=1.17—1.52,P<C0.01;
CCHCT ws. TT:OR=1.36,95%CI=1.13—1. 64, P<C0.01). From subgroup analysis, we identified that the research subjects
difference showed between thyroid anti-body(Ab=) and thyroid anti-body (Ab—) in control group, which might be the cause of
heterogeneity, but the pooling results in sensitivity analysis were stable and no significant publication bias were found. No significant
difference in allele and genotype frequency of CD40 SNP were observed between Graves' disease with ophthalmopathy group and
Graves' disease without ophthalmopathy group,Graves' disease with family history group and Graves' disease without family histo-
ry group(all P>>0. 05). Conclusion This Meta analysis indicated that the polymorphisms in the CD40 gene(rs1883832) was related
with Graves' disease,but had nothing to do with family history and Graves' disease with ophthalmopathy.
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