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[(WE] BH KT Tcadherin B S5 AR ARG HRAEFTLHRECBEF PHORAEAFARLLEAZL, Ak 24 KA
S 95 B4k Fe RT-PCR B Bf A& 45 #l RS MR EF 2R OB 20 6l e L B R AEKRC LA RELFH mRNA F T-
cadherin 9 R AN . oM AL E5 B Z G R REFEFRFEH £ E, BHR  T-cadherin B ERAS MM AEF 2 M E MM LA F
31. 1% (14/45) 2 4% T & 248 BB M3 £ 90. 0% (18/20) ; T-cadherin mRNA # 40t A 2 T A RS MM A EF L KO B EL R
EYTFTHOLER B AEEF(P<0.05), RAEMBAEF LM P T-cadherin ik 5 & F TNM M55 R A A £ (P<
0.05),5 &% 4# M5 WBC.PLT.Hb,LDH #= IPS #% % & 48 % (P>0. 05), 5 B % Logistic B )2 5 #7 2 7, TNM 4 3 f= T-
cadherin I R Z R RS WU AEF L HROCBEEXZLEINREZARAGORIAEAR R A5, 21t Logrank B B 2 =~ RAMEAEF L HE
¥ % % T-cadherin Fi M £ ik #= T-cadherin FA M £ X85 2 F A B F 532 83.9% 2 92.9% (P>0.05);3 F A K& 532 71.0%
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The expression and clinical significance of T-cadherin protein and gene in the mixed cell type of hybrid hodgkin lymphoma”
Ren Minggiang' , Tan Tianhai' ,Su Jun®
(1. Department of Hematology ;2. Department of Pathology ,Af filiated Hospital of
Zunyi Medical College s Zunyi,Guizhou 563000, China)

[Abstract] Objective To investigate the expression level and clinical significance of T-cadherin protein and gene in the mixed
cell type of hybrid hodgkin lymphoma. Methods The lymph nodetissue samples were obtained from 45 hybrid Hodgkin lymphoma
patients and 20 reactive hyperplasia lymphoid patients. The expression level of T-cadherin of these samples were detected by immu-
nohistochemical staining and RT-PCR. The relationship of clinic pathological features and prognosis in hybrid Hodgkin lymphoma
patients were analyzed by the expression level of T-cadherin. Results The positive expression rates of T-cadherin in protein hybrid
hodgkin lymphoma and reactive hyperplasia lymphoid tissue specimens were 31. 1% (14/45) and 90. 0% (18/20) (P<<0. 05). T-cad-
herin mRNA relative expression in hybrid Hodgkin lymphoma was significantly lower than reactive hyperplasia lymphoid tis-
suespecimens(P<C0. 05). The expression of T-cadherin was significantly correlated with TNM and lymph node involvement (all
P<C0. 05),but not significantly correlated with age,gender, WBC,PLT and Hb count,LDH and IPS grade (all P>>0. 05). Multiva-
riate logistic regression analysis demonstrated TNM stage and T-cadherin negative expression were independent factors of lymph
node involvement. Log-rank test revealed the two-year survival rate in hybrid Hodgkin lymphoma patients of T-cadherin negative
and positive expressionwere 83. 9% and 92. 9% (P>>0. 05) , three-year survival rate were 71. 0% and 85. 7% (P>>0. 05) , five-year
survival rate were 41. 9% and 78. 6 % (P<C0. 05). Kaplan-Meier survival analysis showed the five-year survival in T-cadherin nega-
tive expressionwas lowersignificantly than T-cadherin positive expression (P<C0. 05). Conclusion T-cadherin was low expression
in hybrid Hodgkin lymphoma and correlated with TNM and lymph node involvement. T-cadherin may be a new molecular marker to
evaluate the prognosis of hybrid hodgkin lymphoma.
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BT I e 1 e A L v YR A A0 M R A A A T ELRT 45 i g s
IS HoR 29 B, 4 16 B AR 18~72 % P AR IS 43 %,
TNM 430 T 1030936 14 600 00 L IV 409 36 31 491, 359 5 ik L &%
JE AR A . BT B S b L 4 g P B AR B YA R 20 iR
PR, B 11 B A 9 AR 21~69 W PR A1 &, 2
WA o AF G Tk 2 B I TR0 12 B B 9T sObR v ) (56 3 R L T A R
TG A I LA AL I X A A 1 AR A B K R R PR AE 5 R B
45 i B F R S B R A0 F RT-PCR A&,

1.2 ik

12,1 A gibsfs: A ian A w3 IF wE 2 pm 142
S B LD R e FR A e Al Ak Y (0 BB A R 1 IR AT Y, DAB
R B A SP Y e iR ) & 3 TR DS AR ) A R A W SE L SR
Pt N T-cadherin BA 58 B P& W { ¥ Aviva Systems Biology
ol IR E A HEAT R B R S RO . sl
LA 22 55 S B 58 bR U SR 2 58 B % T-cadherin #4743 87, 4%
PR 1 A0 6 g e 05 B30 43 SR o 0 4 () L1 43 (B BRI L2
Ay CREEFRED A1 3 43 R PH ) 5 $52 Ye £0 BE 210 M & 43 Eb g 4345
R 0 4 (10 A BH D 1 43 (10 %6 ~25 Y% il M 44D .2 4y
(26 % ~50 Y0 A ML FH D .3 43 (5196 ~ 75 % 4 g BH H) .4 4 (>
75 96 41 MO P 5K Y €058 B AN Y €5 4 LU AR TR AT 21 09 4 BB R
I JE e K43 -0~ 3 3 SRR s 4~ 12 43 7 SR B
1.2.2 RT-PCR ¥ ##i Genbank # g iE a9 A\ T-cadherin #
LR F A, [l Primer Pre-mier5. 0 # {4 #% it T-cadherin 3& [A )
Bl EWEEI Y 5 -ACCCAGCAGGTTGGCTGAA-3',
FiEB| 4 H 5'-CCTCCAGGGTTATCAGCAAAGTC-3', ¥ J&
174 bp, Lk GAPDH AW & B, & i1 4: SH)r 51514, L5
YH 5'-TGGAAATCAATGGGAAGCAGG-3', Fiiza| 4k 5'-
ATAGGTGAATCAGCAGATGGAGC-3', & B 190 bp. &%)
W RiERAY TERNF A, 45 F] B & BUH R 85 5 mL,
FHIFZPUEE IS » 5 FH bk 40 0 53 25 9 3 5 1 6 B 1 A 4 i, 9
L (5~10) X 10° 40 ff1 5 Trizol 4 RNA #2H % 1 mLES .
HAETF —20 CHEEd ., R Trizol 3% — 48 BUH 6 41
Mify 8 RNA, P=¥ H 20 pl i) DEPC /KiEfiff. RNA 588 Ji#
R i) P Bk 7 RN 9 2 40 18 0% 3 330 00 7 4% 40 4 06 06 B
& . $BIC1 oL 98 RNA KKK 10 L SRR R -2 fE
B IRA R G UL A LT cDNA & B, ¥ cDNA i FiF—2
WHLPCR Y88, 448 :94 CHIZEHE 1 min, 94 °C 30 5,58 C
30 s,71 °C 40 s,3L 30 MEER B )5 72 CHEAH 5 min,

1.3 WSS S0 iR & 40 T 22 4 4 bk O 8 0 bk 5L 4% 2
P3G A 3 T-cadherin FIA 15 80, 1R A 40 i 59 28 25 4 Uk B4 0%
FRH I R B AR 4E % LM %) . WBC.PLT.Hb,LDH,TNM 43
WIFZE5h B e 5 T-cadherin 323550 8 1 5C 5 6 45 08 L2 31
WBC.PLT.Hb,LDH.,TNM 4 #}] . 4 #b 2 &% F1 T-cadherin [H
HREMABRGARMETEKREREBEELS I RLEZHNE
Logistic [A] 543 #r ; 3£ % R A 40 g B 22 A7 4 ik B0 5 5 9847 5
BT, 53 BT T-cadherin FAPEFR XTI BUG HIR R . RE
MR A A B — R Rk ABVD £ 4~6 U7 RS FI
Jrak. 8 VARSRE 3 A iEAT L RKATE .55 2 4R UG & 6 A H 4T
TRBED LA 2.3 A5 AR By S A 77 28 Oy it 30 IS 340 38 A, 9
2P E A A 2 LR A R Y S B TS 9T Rk
1.4 ZEilbs#4b3 R SPSSI6. 0 3K 4F #E 47 48 i 2% 43 b7 o %t
THECPRR T K36, Z R Logistic 1] 4347 1R G 48 il 5 48
A A bk R R A A R S I R IR ARE DGR . AL AE AR
BRI Kaplan-Meier 7774 il A= ££ 11 26 . R FH Log-rank £ 55 43
Mm%, L P<<0.05 WESASI5EL,
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2.1 T-cadherin 7E 1R & 41 il 5 25 5 4 bk B4 98 100 2 45 = g
Bk B E R EL  T-cadherin 1935 B2 7 F 40 A L,
LA TR A 200 0 T8 7 AT 4 9 B R RO B 5 B Bk B AR R Y
1P 2% 35 43 901 g 68. 9 %61 10. 0% , P F 3k 43 91 31. 1% Fl
90.0% , BIAL[A) 22 5245 e iT24 78 L (P<C0.05) , LI 1.3 1,

*1 T-cadherin R B ARAEFTSHEBMHKB L

R EEERBRIEL()]

T-cadherin 35

215 n ¥ P
Bk PRk

RSB EAAWER 45 316689 14GLD  19.2  <0.01

TR 25 S o 13 A= 20 2(10.0) 18(90. 0)

A B GG PR AR B LR A A0 I R A A A L
1 T-cadherin ER S MHMNET S HBBES KBS
B2 Rz 18 & rh 3R 3% (SP X 400)

2.2 T-cadherin mRNA 7R A 40 T 5 78 25 43 WK E 0% 0 bk [ 2%
SR A A X R iE it T-cadherin mRNA Z£ 1R A 40 i 7
FE AT A L rh ek WA R A X R K S 0,360, 03,1
TE IR B 45 g M1 A b R 3Rk MR R R i D 0,87 0. 07,
CHNEERA G X (1=131.33,P<C0.05), iX—% AN
R AL 0 R BB LR A -2
2.3 T-cadherin ¢35 5 1 & 40 M 5 28 47 4 bk B4 90 I DR A5 41 1
KR WA YN BE DT &k b T-cadherin BB 58 #H
TNM 43 45 b B e A 5 (P<<0. 05), 5 8 #F4E M0,
WBC.PLT., Hb,LDH 1 IPS ¥ 43 J& Al ¢ o (P >>0. 05), i
=2,
*2 T-cadherin RIEGREGHMBETEMHE
BIERFENER(n)
T-cadherin £ ik

95 FRLAE A n —— P
I FH 14

A ) 0.037  0.560

=50 28 19 9

<50 17 12 5

) 0.094  0.510

5 29 20 9

4 16 11 5

WBC 0.010  0.587

>=10%X10°/L 23 16 7

<10X10%/L 22 15 7

PLT 0.003  0.603

>100X10°/L 26 18 8

<100X10°/L 19 13 6

Hb 0.091  0.507

>120/L 21 14 7

<120/L 24 17 7
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gx2 T-cadherin RIESREHAMEBEEFTEHE
BIERFENKXER(n)
T-cadherin ik
UCBLE R n — P
B [ P4
LDH 0.003  0.603
EH 19 13 6
i 26 18 8
TNM 431 6.426  0.015
I~1 14 6 8
M~ 31 25 6
IPS ¥4 (43 0.534  0.374
<3 38 27 11
>3 7 4 3
PN 9.652  0.004
¥ 12 4 8
H 33 27 6

2.4 R AN AR AT Ak TR AR A AN B S I TAC FE AR AR
MR HRGABBEEFESMOBRER . LHRKSF
W MR CWBC.PLT . Hb fil LDH J534(P>0. 05), 5 TNM 4}
BIA T-cadherin [IPEFRX A X (P=0.012,0.008), £ HE
Logistic [ 137387 B 7 » 52 W TR A 240 i 78 78 45 4 0k 2 0 AR o 45
HhH K OR i K B/MKIK A T-cadherin B3R % . TNM 4317
PR3 AR  PLT,WBC.Hb #1 LDH, I3 3.
%3 HEHERSERFREFSTEHNEEE
Logistic [@] 3 4 #7

fi b B # FRMEIR(SE) P OR 95%CI

RS 0.110 0.440 1.113  0.932~1.221
P51 0.221 0.065 1.183  0.973~1.332
WBC 0. 436 0.312 1.018 0.825~1.104
PLT 0.410 0.104 1.101  1.000~1. 343
Hb 0. 240 0.143 1.014 0.824~1.263
LDH 0.325 0.575 0.915 0.784~1.084
TNM 43 0.123 0.012 1.365 1.031~1.551
T-cadherin BH 335 0. 316 0.008 1.423 1.237~1.656

2.5 JRA M AT 4k B BB E T-cadherin 235 54 77 1
JFHIXFR %3l Logrank fii0 WR IR A MMEAIE ST &M E
i3 B T-cadherin A4 3% 3k fil T-cadherin PHPEFE IR 2 45 2F
TEZAY IR 83. 9% 1 92, 9% (P>>0. 05) ; 3 4F 4k 1f % 4y Bl 2
71.0% 0 85. 7% (P>>0.05); 5 4F A 47 R 4 Bl & 41. 9% M
78.6% (P=0.024), W3 4. [F % Kaplan-Meier [& , i 75
T-cadherin B3 1 3k 5 44 7 R B KT T-cadherin fHM: %
K(P=0.038), WA 3,
x4 T-cadherin RIEGRGHBBETEMHE
BEEEREE(X)]

T-cadherin [

T-cadherin {1

SRR 2 P
Fik(n=31) F£ik(r=10) X

2 47 26(83.9) 13(92. 9) 0.674 0,382

3 4E 22(71.0) 12(85.7) 1.136  0.250

5 4R 13341, 9) 11(78. 6 5201 0.024
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& 3 T-cadherin RIZFSREEHMBETEMHERE
BEETFHE

3 i it

TR A 20 it R R AT 4 R LR R — Bl L R-S A ok L R EE
IR T2 2411 R bk £ 4 I L R 00 L 5 22 P A0 L L ) 0 T R 4
I IR L3 4G TT U AR 40 B CD30, CD15 ., PAX-5 Y a4 [H 44 %
IgH.TCR F: R FHEMERAED ™, TR A 40 i A 2 27 4 Wk B 75
FERG I ) A AF A X A B R S S R A TS 2
H A, 22 A7 4 bk BB VR TT R TS A 6 PR R e BF R GO R TR Y
WFT s 3 T R 6] A I PR PR 25 28 4 &bk BV 1 B TR B
kg —"7,

T-cadherin J& T 41 M i i 4> F cadherin # K% , £ 2 1
VRSB A 3 10 4T M 2 B A0 MR R T 2T K L 4 i R A
AN MR G AN E S5 20 T-cadherin 2 3% e 26 {57 40 g 18] 25
REF 17 0680 553 5 DTG 2 22 R 200 M 5 B L 5 b e A e B e 7% A U
&, HHEG, T-cadherin 7£ Z R iR CH 9 5 WA 5 L 45 B W 0
e e U FLIR R S T 2R KL I B 2R R S 18
BRI i cadherin BB K % 9, E-cadherin %) 4k £ I Bz 41 j B
AN SE B M 5 AR N-cadherin ] 4> {iE F 965 28 it DA
Ry S N N S ) i o i N = 1 7 |
i 750 7 A 4 9k LR o T-cadherin 3835 055 A9 4 3E L VR 6 40 M R
BAGMEEIESZMEEA X H2HRES5BETE N
KRMARTELE, AR ERERGHUERES S
W9 T-cadherin £ 8 3F L3R 45 R B /R T-cadherin 7E1E
B E0 M Y 2 A A v LR R O B P R O T UM 4 R N Pk
ok (P<<0.05), 76 B N £ Wik 5% & . T-cadherin 7E £ 1 ¥ |
P 988 45 iR v B R Gkt B AR PR AT . [ SR A RT-PCR 4
M 25 R T-cadherin mRNA £ R & 40 M 5 28 45 4 bk 98 p
AR 235 1 1 25K T 0 O 45 s I PR 8% A (P<C0. 05) , 3% — 45
R H B F 45 0 B L, i — 25 53 7 T-cadherin 3% 5 i
PR i 45 56 P 2% ) 26 2 . 2% IR 6 400 i 280 7 2 4 vk LR AR
T-cadherin FE35 548 .5 . WBC.PLT.Hb.LDH #1 IPS $¢
S EM (P>0.05). 5 TNM 4 W F1 45 4 R K AH 56 (P<<
0.05), KL F L T-cadherin (7R & 40 i AL 28 45 4 Wk L9 1=
VR G R S R, g5 B AR A s B B UG
W, 7 £ W F Logistic B 7447, B/" TNM 4 8 1 T-
cadherin BAME R B RR G MM EIE T S W EIR B HE B R
1) 2 37 6 R 26, e B T-cadherin B Rk 5 455 8 K % D) ¢
Z 3R T-cadherin 2y J W R A 20 i 780 782 7 4 U B8 U5 A &
FANAE . AT HAE I LE . 2 T-cadherin 3£ B 5 37 B %
1658 T-cadherin & [ 3 35 8 % B AR 62K 5 [A) B, Twist,
ZEB1.Snail 2 £ fp % 3% A T 0] H 2 M # T-cadherin #% % ;
PI3K/AKT . Ras/Raf & 2 Fi {5 5 5 38 42 v] 16 10 4% 9 7% 6
F LA T-cadherin 2357 ; T-cadherin 2 [ ) i 25 fi 15 i
V) 288 B 0 0 55 5 DA T 5 ST 8 A A 4 R AN R L e Ah L B
Vi 5 4F 8 TR A 40 i T 8 A 4 bk R BB T-cadherin B P 3%
KA R AR T T-cadherin PHM: 3R 3K BE L IF i & B R) 04 4k
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R W AL 1) A= A7 36 1) 22 S5 B i 3% Jin . 53X AT AN T-cadherin Fifi 45 i
IR T R AT R R K,

F AT LAHEWT T-cadherin 3 3% 3 20 76 1 & 40 i 74 28 47 4
T BT R 51 R 1915 2 YT AR 2 » T-cadherin BT A8 A TR A 410
T A 4 U0 B8 LS AR DG I B o AR e itk — 48 2l
A 40 M Y A 4 vk LR I R YA U SR A0 5 B K
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