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Meta analysis of association between XRCC1 Arg399GIn and nasopharyngeal carcinoma susceptibility *
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[Abstract] Objective

sopharyngeal carcinoma susceptibility. Methods

To evaluate the association between SNP 399 in X-ray cross-complementing group 1 (XRCC1) and na-
The case-control studies on the association between SNP 399 in XRCC1 (X-ray
cross-complementing group 1) and nasopharyngeal carcinoma susceptibility were collected by CBM disc and Pubmed. Various re-
search and statistical analysis were used by Statal2. 0 and Review Manager 5. 0 software. Taking the fixed effects model or random
effects model to merge OR values and corresponding 95% confidence intervals to assess Arg399Gln polymorphism and genetic sus-
Compared 399GIn with 399 Arg allele,combined OR and 95% CI were 1. 14 (1. 04—1. 26)
respectively,and the results of heterogeneity test was I* =32 % , Py =0. 18. Under the recessive and co-dominant models, combined
OR and 95% CI were 1. 30(1.04—1.63) and 1. 37(1. 09— 1. 72) respectively,and with no significant heterogeneity was observed
(I =0,Pyue=1.00) and (I* =0, Py, =0. 96). Conclusion XRCC1 gene Arg399Gln polymorphism is closely related to the genetic

ceptibility to nasopharyngeal. Results

susceptibility of NPC,399GIn allele may be a risk of genetic factors in NPC incidence in asians.
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