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[ Abstract |
respiratory tract and CTX-M extended spectrum B-lactamase(ESBLs). Methods

To investigate the relationship between the resistance of klebsiella pneumoniae(KP) which come from

Detecting CTX-M ESBLs genes in the plasmid and

Objective

chromosomes were used by PCR and sequence analysis;Disk diffusion method was sued by antibiotics susceptibility test; Chi square
test was sued by analytic the data. Results CTX-M-1 ESBLs and CTX-M-25 ESBLs were detected in the KP and the total detection
rate of CTX-M ESBLs was 39. 02 % (48 strains) , the detection rate of CTX-M-1 ESBLs was 26. 02 % (32 strains) which existence in
the plasmid and chromosomes simultaneously. The resistance rate of p-lactam antibiotic cefazolin, fluoroquinolone antibiotic levo-
floxacin and sulfonamides antibiotic bactrim and so on in positive group of CTX-M ESBLs were significantly higher than negative
group of CTX-M ESBLs(P<C0. 05). Conclusion CTX-M-1 ESBLs gene which concurrent in the plasmid and chromosomes may the
most common. KP resistance to certain antibiotics closely is relate to the CTX-M ESBLs.
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x® 1 AT 18 CTX-M 2 ESBLs 2 E #5141

B 519 GenBank 5[5 1BAGRECC) PR/ (bp)

CTX-M-1 ATC ACT GCG TCA GTT CAC GC FJ235693.1 59 773
GAA TCA GCG GCG CAC GAT CT

CTX-M-2 AAA GTT CGG GAG GTC GGC TTG KC770994. 1 5 577
ACT ACC CAT GAT TTC GGC AGA

CTX-M-8 GGT TGG GAG TGG CGC TGA TT AB543595. 1 56 359
ATC GAG CCG GAA GGT GTT AT

CTX-M-9 ATA CCC GAG GCG CGA CAG A AJ416345. 1 61 467
CCA GCG TCA TTG TGC CGT TGA

CTX-M-25 TTG TTG AGT CAG CGG GTT GA AF518567. 2 57 497

GCG CGA CCT TCC GGC CAA AT
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B (46. 34%), CTX-M % ESBLs 3t [ i # H %4 39. 02%
(48 ), i ESBLs BH () 84. 21 % (48/57) , Hirft CTX-M-1 %I
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G JHe B g 1(2.08) 0 0 1(1.45)
oA R B 20(41. 67)* 17(22.67) 14(25.93) 23(33.33)
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