3756 FTHRESF 201559 A% 44 %% 27

doi:10. 3969/j. issn. 1671-8348. 2015. 27. 004
SALL4 BEREBRBALARHRIERIGKE X

® OB EARR RAE K AL F
L EATRARARERESNAN 40122052, § 2 R EXFRF BRI EAASHLIM 2S04, T X 400042
3.5 R ERF R RIS R 40004254 5 = ERFHF I ER 400038)

[(HZE] BH BANAXREFAORHFEAHACALLOAE R RAR PHRIBLS FRANFTANXA, FiE RAELH
% PCR(RT-PCR) .Westrrn blot #= %, 3% 48 22 4L 3 7 sk A 91 4 B 5B 4042 4= 37 #) £ § 6B+ SALLA 89 £ ik, 4 47 SALL4 5
REERBREFEZRG XA, ER SALLL AR BARTRMELARFE S T4.7TY . 25 S TEFFBEARAMEELLFIS 9%
(P<C0.05), B & B /& 4 A A2 B 69 T8 AK , SALLA #g Fa bk & fo R 3K 3% R %34 &5 § B 428 SALLA mRNA f= & G 89 R ik 7]4—1—
HREESGTEFTHHBAR,ZFALTFEL(P<0.05);EFMAELF SALLL ey Rk 5B & 444 (P=0.001),
AR E(P=0.029) feiZ MR E(P=0.050) FMk. i SALIA AR AFRBRAR T Z AL . SHhE L fv\éz\ﬂﬁﬁféﬁﬁwiﬂﬂ
REZWAMX TREFBELE AR FTRELGHER,

(k@A F Mg fmamsies; SALLY
[hESZES] R735.2 [XaftRiRE] A [ZxEHS] 1671-8348(2015)27-3756-03

Expression and clinical significance of SALL4 expression in gastric carcinoma tissues”

Guo Yong' , Tang Yongliang® .Yang Juntao®,Zhang Xin®,Liu Lei'

(1. Department of General Surgery ,People’s Hospital of Changshou sChongqing 401220 ,China;?2. Department of
Hepatobiliary Surgery s Institute o f Surgery Research , Daping Hospital , Third Military Medical University ,Chongqing
400042 ,China;3. Department o f General Surgery ,Institute of Surgery Research ,Daping Hospital , Third Military
Medical University ,Chongqging 400042 ,China;4. College of Medicine ,

Third Military Medical University »Chongging 400038 ,China)

[ Abstract | To study the expression and clinical significance of the SALL4 in human gastric carcinoma tissues.
Methods

RT-PCR,Western blot and immunohistochemistry,and its relationship with the clinical data were analyzed statistically. Results

Objective

The expression of SALL4 in 91 samples of gastric carcinoma and 37 samples of normal gastric tissues was detected by

The positive expression rate of SALL4 in gastric carcinoma(74.7%) was significantly higher than that(18. 9% ) in normal gastric
mucosa tissues(P<C0. 05). Moreover, with the decreased with the differentiation of gastric carcinoma, the positive expression rate of
SALL4 was increased. The expression of SALL4 mRNA and protein in gastric carcinoma tissues were significantly higher than that
in normal gastric tissues(P<C0. 050). The expression levels of SALL4 were relevant to lymph node metastasis(P=0. 001) ,infiltra-
tion depth(P=0.029) and the differentiation degree of gastric carcinoma(P=0. 050). Conclusion SAILIL4 was highly expressed in
gastric cancer tissues and relevant to lymph node metastasis,infiltration depth and the differentiation degree, which may have play
an important role in the development of gastric cancer.
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