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[ Abstract |

Objective To investigate the clinical significance and correlation between RAR-B gene methylation and p53 gene

mutation in bronchoalveolar lavage fluid(BALF) in non-small-cell lung cancer. Methods BALF samples from 85 lung cancer pa-
tients (lung cancer group) and 70 cases(benign lung diseases group) with benign lung diseases were collected. RAR-8 gene methyla-
tion in BALF samples was detected by methylation-specific PCR (MSP) ,and p53 gene mutation was detected by PCR and DNA se-
quencing method. Results The rate of RAR-B methylation and p53 mutation in BALF in lung cancer were 49. 4% and 36.5% . re-
spectively. Both were higher than in benign lung diseases group(P<C0. 01). RAR-8 methylation rate(32. 5%) of patients with TNM
stages( [ + [[)(32.5%) was higher than the p53 mutation rate(12. 5%) over the same stages (P<(0.05). RAR-B methylation rate
and p53 mutation rate of patients with stagesC[ll + V) were higher than those with stages( [ + I ) (P<C0. 01). p53 mutation rate in
lung cancer patients with RAR-B methylation was higher than those with unmethylated(P<C0. 01). RAR-B methylation rate of lung
cancer patients with p53 mutation was higher than those without p53 mutation(P<C0. 01). Conclusion Detection of RAR-8 methyl-
ation and p53 mutation in BALF contribute to the diagnosis of lung cancer.
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*1 PCR FTE S|

519 K JE (bp) B ECO

RAR-8 S: A H 4L F 5'-TCG AGA ACG CGA GCG ATT CG-3' 146 56
R 5'-GAC CAA TCC AAC CGA AAC GA-3'

RAR- 3 B 3 H 34k F 5 -TTG AGA ATG TGA GTG ATT TGA-3' 146 56
R 5'-CTT CCT GCA TGC TCC AGG A-3'

p53-exon 5 F 5'-TGT TCA CTT GTG CCC TGA CT-3' 268 61
R 5'-CAG CCC TGT CGT CTC TCC AG-3'

p53-exon 6 F 5'-TGG TTG CCC AGG GTC CCC AG-3' 201 62
R 5'-TTA ACC CCT CCT CCC AGA GA-3'

p53-exon 7 F 5'-AAG GCG CAC TGG CCT CAT CT-3' 181 57
R 5-CAG TGT GCA GGG TGG CAA GT-3'

p53-exon 8 F 5 -GCT TCT CTT TTC CTA TCC TGA-3' 185 58

R 5'-CGC TTC TTG TCC TGC TTG C-3'

AR g P W R [ 004 e H 3 70 i, o BB 50 i), & 20 1, AR i
39~81 % PO AR WS 67 & ALFE A5 4% 21 ] il 4 40 ] & 32
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L (P>>0.05), BA A Lk,
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MgClL W 1.5 pL & 819 F HI R £ 0.5 ul., TagDNA 4 i
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& 2 fifiyE 48 BALF | p53-exon5 GCC 323 GAC

&3 fifijE 22 BALF | p53-exon6 GTG T GAG
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0.01), (T + )W H8FE RARB A H 3 AL BHM: %R (32, 5%)
TR p53 JE B R AS AR (12.500) , EFH &I #E X
(' =4.588,P<C0.05),
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