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[ Abstract |

chain reaction (PCR) for monitoring the effect of allogeneic hematopoietic stem cell transplantation. Methods

Objective To establish multiple short tandem repeat (STR) amplification by fluorescence labeling polymerase
Sixty-five patients
were analyzed. DNA from peripheral blood of donors and recipients in pre transplantation and post transplantation were extracted,
15 STR loci and sexual loci were amplified by PCR. Results After allo-HSCT, 54 patients obtained type of donors, but 3 patients
did not;eight patients showed mixed chimerism. Two cases of type of donor converted into mixed chimerism and two cases of mixed
chimerism converted into type of donors after some time. The time of earliest detection, duration and transformation of each state
was different. The earliest detection showed on the 16th day after surgery.and the last one showed five months later. As to the du-
ration, the shortest and longest were two months and seven months, respectively. Conclusion The key factors that significantly in-
fluence the application of STR-PCR in monitoring the effect of allogeneic hematopoietic stem cell transplantation were samples,STR
loci and proper monitoring time. So to establish the suitable method for this region could truly take maximum advantage of the PCR-
STR method. While a appropriate detecting time and STR loci should be chose.

[Key words| hematopoietic stem cell transplantation; STR-PCR; effect examination

T LT A0 B RS A AR A AR B I I X T M B A R 1
S5 RERLARARERW, —HPORBRIEREAR Y 1.1

BREHE
— VR WPFEE R B4R =B R H A R B R R

KIER) — AW, L REE PCR Y IEFOARiCm R E  BERAMIRS — BB EIRE R AR L 3B 48 = F R
K74 (shore tandem repeat, STR) FF45 5 B4 4 LIk £ AR L 7] R R IP B g 45 JL BT = FY B2 e LW R . T 2009 ~2012 447 5
IUR R & i T A R A AR HATE A IE 230 S5 I+ 20 M B A8 1) 1 3800 8 S 3t 65 @il e Ah A i+
HIR AR T T H A T A0 RS AR S W b g R A EBR AN RS 60 L i A AR S 9. Hoh B3 30 ). £ 35 45 AR

BB 0. 9~58.0 &, AL 4E & 29 % 512 Wi (1w B &
51 1, b Hh i #% M 1 1), P A= B i M AT M 6 ], i B 3 A R
fE 4 1, Wk BV 3 B, G RE Bl I R e B ER R 1 M (IgMD

TR SRR i B Z 55 7 T 0 R I PR X 5 — i A Y B T
ATS 20 DL ANAS LA+ S 38 N 53 0] Mg 00 B AL o7 o 308 % SR R = 5 —
HW. WL EH R STR-PCR 77 ik (B 65 fil#: Ziey

St e D 3 ML T 0 P AR AR S8R RO AR L B It S TN R
AT RSB £ I, B3 STR-PCR J5 ¥k 78 57 2 A 3 1l + 20 Y
T R S 00 o A 5 0 e L L o i 45 L 98 5 T SO D T Y
BN S L B N7 A b DO R AR A S A IR 3 1t T 4
MRS LA AR (1) STR-PCR Wl 75 3%

x  EETE JPK T AR E AR E ¥ B (2008-2-265)

7. A EWAEE . Tel:13018355909; E-mail : xiahuangyy@163. com,

HEUMAE 1 )

L2 Jik

12,1 PEACREE RN 5 I K E W, 28 STR-PCR
BOR B I R L PR R A R RS i b R L B A
Wit 32 E AHE fF EDTA JUBERFIKIL 5 mL RIS 4G 52

YEE T8 Av - 9K W (1982 — ), F2 iR B O o 76 32 M50 1 o 2 28 DA < i 1 = 2 AR O AT



FREF 201557 A% 44 55 19 2633
*1 65 HliEM FHMBERGIBAFEEREZRNESR (n)
ABDR IATER  REHEF ks THWE - WHBE
SHBE RS  EHARRERRS #aare RS LS
3/6 MG SBR[ 1 0 1 2 7 11
5/6 FA& L [l 0 0 1 0 1
6/6 Hif IF Ji 5% 2 i) 0 2 2 0 39 43
o KA 1 0 0 3 4
JIF 7 il B A 0 0 1 0 5 6
&1l 2 2 4 3 54 65
*2 GFERGUSHNBERAKRSENER
i G 20 21 23 24 25 26 31 35
FEAH 5 W I ] 40~240d  16~30d  50~70d 40~120 d 150 d 28~35 d 141d 36~202d  30~120 d 150 d 30 d 60~67 d
STR i 5 A RE mERE HEERE  IRGRE HEERS fEEERE RERE  ReRE SEERES e maRE mAaRES

TG 7T~15 RUE 1 RZ 38 S0 IFE . 28 52 %35 2)a] P 1
2 i (B G PRAG @R T I o Ak .
1.2.2 B2 DNA 2 43 OB i EDTA $T5E 4 1l 300
pL ¥ Gentra 3hHTi: DNA £ B0 50 & 36 0] 09 22 38 i 17 DNA
PR, FHEH 366 BE U E DNA K5 4 CHRA7,
1.2.3 DNA ¥ BEFFE  *F 16 4~ STR {7 4 (D8S1179 . D21S11
D7S820,CSF1P0O,D3S1358, THO01,D13S317,D16S539D, 251338,
D19S433 . VWA , TPOX,D18S51,D5S818 . FGA #1 Amelogenin
TFIWARIC) 1T PCR 5 919 : PCR [ BB A R 25 pL, Ho
& Re-mix & 10 ‘uL,Prlmcr set J 5 pL,Gold Taq fiff 0. 5 pL . Bk
DNA 10 pL, % F iR & /F#47 PCR N (2700 #P- #4450 .95 °C
11 min—>(94 C 1 min—>59 ‘C 1 min—>72 ‘C 1 min) X 28 EFF
—>60 °C 60 min—>4~25 C{{i& .
1.2.4 HIKEERHI4 L5 pL 9878 A Hi-Di BBt
% 10. 0 puL #1 GeneScan-500Liz 43 T bric 0. 7 pL XJ 474 5=
Y EAT A E 3 1.5 ¢ 10,0 ¢ 0.7 IR A G F 95 C Ak 3
min, f B 7K 3 min,
1.2.5 WK BCREVKHES 2 pL T 96 fLAR N, ABI 3100 F)H
POP-4 (Performance Optimized Polymer4) Ji§ .36 cm & 40 4 ik
T Bk, HHE 3 000 V% 1.5 h, FIH] Data Collec-
tion YLEERLIE . H Gene-Mapper™ Software version 3. 5 # &
DNA R W BE B %5 0o B R BR 43 M 45 (60 s B R L
1.3 it A8 R SPSSI3. 0 et B 47 43 7, 43 26
AR VERR A H e, P<<0.05 N RA G EE L.
2 % R
2.1 65 {5l i T 240 0 B A s 9] AR A A T bR 100 RS 45 65
913 1T 40 M B A 1) P A 2 A B 2 A RS
AL L TR AL S8R AS R R . 54 ) W o 4 3R B R Ik
P B G W ) b A PR S A B R R R R R A 17 R
K BE R 7 A2 H R B E A E FARE . HAR 8 H
?'Pﬁf bz i a R ’,\EP 2 905 A 5 RS Fe AL R ik &
A2 M 5 F G RS IR 2 AL g AR ECIRAS L G 4 R Ak
HTIFTJi’«JTT%fr /T\4WJ"’“{)' —HFIRE RS I
ﬁké*ﬁ?kﬁgﬂi—lﬂﬁﬂ'lﬁ]j‘?*}:ﬂg 16 K.&MaEBHERE S H.
TE AR G R LI (8] b, 35 22 I 6] B 2 Dy 2 S 3 3 e I ) i K 47
KTAA . AR I gs R, K HLA-ABDR A2 M 5 %
TN A& AH 2 1) B A0 RORAATE 22 57 . 3/6~5/6 M5 B4

U 0l 41 UK 7 0 L 58 6 1T 6/6 A 4 B A
1 11 (6 R S 0 LB 92, 45 % W41 2 S S0 32 T
(5 =6.90.P<<0.01) . HLA £ I & B AR T 3/6~5/6
AR L% 1.

2.2 8 IR R R A B RS AR B R AR
A A BN ] 9 — B0, R [F) — R Hoilk AOIR S A7 e

TEA . B2k G AR AL RIS I E 07 194 5 IR L R B R
R OL T AR . BIAE B 3 o 8 TR S 5 B E )
AT RE A A ARSI R AR B BR L A BLHR AR S
B B B AR O A R B R B AT AR O L 65
o A0+ A S T R e M A R S B R R R B
WiE, Wk 2.

3 16 5l HSCT &#F s 154 STREEAM AKX S E

STR 3B 41 HHtE M Lﬁﬁ#%ffﬁtl: X 7y
37 3 A 17 B G A7 g AT B G )

D8S1179 1 15 93.78
D21S11 2 14 87.50
D7S820 3 13 81.25
CSF1PO 4 12 75.00
D3S1358 3 13 81.25
THo1 3 13 81.25
D13S317 2 14 87.50
D16S539 4 12 75.00
D2S1338 4 12 75.00
D19S4378. 7523 3 13 81.25
VWA 3 13 81.25
TPOX 8 8 50. 00
D18S51 4 12 75.00
D5S818 3 13 81.25
FGA 1 12 75.00
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I 52 SR 4R A AS 19 T RfE B 58 2 MO A 19 JE PR L 65 481 7] A8 = 7
ROAE A A RS M )5 39 B A AR AR #E4T STR I, JF fE 5 it 2% 10
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STR %5 AT BB 16 B 150X 16 Bl 8 4 B 4 Al
J5 154~ STR A1 25 B 09 X 40 B2 R 3L X 43 BE B ik TPOX
1L B 50. 00 % . B im % D8S1179 i £k 93. 78 % . A 24
XA BERE ETE 75. 00% ~87. 50% , Y X 43 BE R 78. 75 %,
W 3.

3 it it

STR i T HA & &1 2 4 M 3% faoe v 1R b 8L 2
DNA 4rFAric . HAGC )12 B F T 1% il 1B L 3% 810 50 A L %
T R R N RN 2 A M O A 2 AURT L (RAE
A HL X B R T STR-PCR $7 AR 5] 1 T8 I 1% £ 19 52 B 5]
IR U R T N R Qo L D WA S R A 1 i N W T
SEE A T AR DX S D O T 40 M BB AR A S 9 STR-PCR
I T L T BEAE AR R .

TSR T I Y — A 1] R 2 W AR A Y SRR IR, TEC A
RO 5 A 8 IR 25 B A TS I B A AT LU X L A 8 B
SEE B S BT AR ) I R AR AR AT LG X 1Y, 7E 33X L B Y
A A T AR A I B RO X L STR A a5 E 4T 43 B
FLXT . B2l BF IR 2 B AE H S 0 bs AS AT B B L X 50
Bt )5 5 1 ER AR A HEAT B 5 LxE BN 58 B0 L AT 5 M A
H 57 IF A WS ARE B RS R B TAD 9 A R R 1
WA AL A E B R FTRE . AR 256 v BR TR AR A AL L 32 3 IV
FRAHEDT STR 7 53T, B Ml 5 75 8 BUR & b AR 8 17 STR {3
SN I SRR BT AR AR B AL LR AR A R AT He X BT §E
T M BT b SR B AR RS A S i AR A A RCHERR T 2 B
RIS . SR A B LS AR AR R B ML TR E AR AT AR A T R
B4 o B A T Bl L T R 1 e R A A AR
T ¥ G s B s ik — 25 TR B .

FLW LA STR-PCR 45 AR B 5 0 B 4L 1 32 43t J2 — AN
PHEAR . AR R RUE — A a SR R, B
25 RO 25 R A 9% A (R T LA MR BRAE RS S 1 AN TR B 3L 9 T
Wi 5 155 114 ¥ £ R s (6 % 4 B 1T A B A R O o ik A R R AT R
LW LY R T I S B A IR RE R B L. AR TIEY
Az 0 B TR A i B e W 3 e A Y AR AR T B SR AT B
SCH A5 B 5 LAfE B B AR B (IR YT WS . ZE AR 928 op 4R
BT 65 il i) v e A S b A R (Y S L B IR R O 3R B IR ] e
X0 5% B A 1A HE B 5 S I ) R 5 3R I R 5 TR Tk A A
ALK WS A2 e — B I LSR5 00 . 25 A AT ST E 28
FHINABAM G BOR AT 7 d BREBE BORS MRS I AR A L 7 de )
BIRT 3 A A WL BLAE 7~15 K B BURRAS , 5 10 1 RS A A AR
HHE R . BEE RS R A AR AL T BB B IR AL LA
6 5 RS i 1 A R R R

55 STR i 5 #E 5 /& PCR-STR 45 R 7E T 4 I # 4 v fg
A S B . STR L i S5 A7 55 H ECE AR 2L 43 A 1 DL A7
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5 F 43 BT L4500 55 PRUBURAE B b 3 A0 3047 1) STR 37 5 2L
1E #E 7 3E F FAR X 5 3 T 40 RS A KA S 1 PCR-STR
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)R 5 IR AR O B A 9 STR B 44 53 % W R T 5% e 1A
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f& % #& M., B DP > 0. 999 999 999, % 1 PE {4 K
0.999 999 042,38 JH T 11 2 T K it X BURR ABEAS R 3 56 T %
SRR A Ha % 7 ST % b DU BE B STR 3 PRS0 2 11 3k
BRSO, B X IS M AT E AT AT
HSCT BH 5 43 M M0 A, S5 R B Y 15 4~ STR 7,5
BLAT B 2 A AN XN BE g R X 0 B v A 3k 93. 78 %, i
R X 43 FEARA 50.00% . % RN PATHI M 0IX 16 6] 4
REHCN B R JE R . STR A7 5 i [7) 54 B AR 7 46 I i IX.
O3 BE A R AR A SR % 56 R AR ) ) Wi op L U 15 A4S STR 37 1
PR ARG X 43 BE 7 B R IR 3 T LUK 15 A4~ STR 3 P57 o5 %
F R M AT R RO 25 B AR U 1 4 00 1T BB A 1S FH T B ke A
AR W5

L5 1 Tk 76 A0S A S I B B AL 2 AR AR AR A
Wy 24 1 K I B BIL SR RT3 BT Y STR i #3847 STR-PCR Wil
SR EIE S A F ALK (9 STR-PCR J5 3, AT L 1147 51 %%
MR G0 5% 5 B/ 2B L TO0I0 AS Ak SR 4 L IXRE A AR L IR
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