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Construction and identification of a adenovirus vector containing BMP9 gene”
Fang Fang s Zhang Qinglan ,Yang Bei .Yan Guoyi s Zhu Danping”
(Department of Endocrinology .Chongqing Hospital of Traditional Chinese Medicine /Chongqing First
People's Hospital ,Chongging 400021 ,China)

[ Abstract | To establish a adenovirus vector containing BMP9 gene and a stable toxin-producing cell line, for ob-
The plasmid pCMV/BMP9 was di-
gested by EcoRI/BamHI, then cloned to adenovirus vector Ad5. F,constructed the recombinant plasmid Ad5. BMP9. F. The plasmid

Objective

serving the intervention effect of the glucolipid metabolic on type2 diabetes mellitus. Methods

Ad5. BMP9. F was evaluated by enzyme-digestion and sequencing. The plasmid Ad5. BMP9. F was transfect to packaging cell line
293. The titer of the recombinant virus was detected. The high-titer cell lines were chosen for culture,and then evaluated by RT-
PCR. Results The retroviral vector containing BMP9 gene was established successfully, which was confirmed by enzyme-digestion
and sequence analysis. The toxin-producing cell lines was established. The highest titer of the recombinant virus was 7. 4 X 10°

CFU/mL. BMP9 gene can express stably in 293 cells. Conclusion A adenovirus vector containing BMP9 gene and a high-titer vec-

tor production cell line are successfully constructed.
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1.1 ##  FHk pCMV/BMP9 i Helm GA (University of
Virginia Health System) {5t 84 , i ki pDV60 & IR 5 Ad5 £F 4
cDNA i Nemerow GR {# + (The Scripps Research Institue,
California) 5 8 ;293 4N R W B F 5 WAL 914 RS 7 5 B8
& Lipofectamine2000 M4 [ Invitrogen 4\ ) ;s EcoR 1 . BamH
HiF I 4S5 B TR N W) 5 T4 DNA 338 B JGE S AP A
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2.1.1 EE¥WI%E WYUK A Ad5. BMPI. F 2 EcoR
I .BamH 1 3H§Y), 3543 1 290 bp iy BMP9 ¢cDNA A Bt . UE S
BMP9 ¢cDNA B #fi AZ & AdS. F o B AL SUIE .
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4. 2 15 d ) UL M A S L 7 24 E 6. 0 X 107 CFU/
mL, % B B 7.4X10° CFU/mL,

A A BB 5 B 930 AR .
B 2 #EHA Ad5. BMPY. F #4k 15 d |§
MMEF T (<100)
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IR R B (malic enzyme, ME) 5 I 8 & W B (fatty acid syn-
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0 3 A G S 114 S el B I T e T R AT A0 i AR Pl 2
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