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The expression of Pim-1 in non-small cell lung cancer and its relationship with c-Myc
Liu Xinghong «Wen Guilan”
(Department of Respiratory and Critical Care Medicine sthe First Af filiated Hospital of
Nanchang University , Nanchang , Jiangxi 330006 ,China)
[ Abstract | To investigate the expression of Pim-1 in non small cell lung cancer and adjacent normal tissues,and

study the relationship between c-Myc and Pim-1 in the corresponding tissue gene expression. Methods

Objective
Totally 30 cases of non
small cell lung cancer tissue and adjacent normal lung tissues were collected by surgical operation in department of thoracic surgery.
Clinical data were statisticed and tracking late pathologic results,using RT-PCR,qRT-PCR and immunohistochemical method to de-
tect Pim-1 mRNA,c-Myc and Pim-1 protein expression in lung cancer and adjacent normal tissue,and to analyze the relationship be-
tween the expression of Pim-1 and c-Myc. Results The positive rate of Pim-1 mRNA and protein expression in non small cell lung
cancer was obviously higher than that in adjacent normal tissue,the mRNA expression levels were 0. 798 +0. 083 and 0. 39440. 107
(P<C0.01) ,the protein positive cases were 18 cases and 6 cases (P=0.002). The expression of Pim-1 protein had no relationship
on age,gender, smoking history, pathological types and degree of differentiation of patients with non-small cell lung cancer (P>
0. 05) ,bue had related to ymph node metastasis and TNM stages of tumor (P<C0. 05),with lymph node metastasis and TNM sta-
ges increases,its expression quantity also rise. There was a positive correlation between Pim-1 and c-Myc protein expression,corre-
lation coefficient () was 0.433 (P=0.017). Conclusion High expression of Pim-1 in non small cell lung cancer gene and is also
increased with lymph node metastasis and TNM stages, Pim-1 and c-Myc expression has positive correlation, this could provide
clues to the early diagnosis and prognosis evaluation of non small cell lung cancer,and also provides a new train of thought and to
find a new target for gene therapy of lung cancer.
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