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[Abstract] Objective

cancer UNC5C. Methods

To investigate the correlation between methylation status of UNC5C gene promoter with colorectal
54 cases of sporadic colorectal cancer and related normal mucosal tissue, as well as 6 colon cancer cell
lines and fiber cell lines(FCL) in the oncology department of the Kailuan General Hospital from February 2010 to March 2013 were
selected as the research objects and performed the mRNA and methylation analysis for exploring the correlation between the netrin-
mRNA of UNC5A and UNC5B was expressed in the detected

colorectal cancer cell lines. Except FCL for UNC5C, all of the cancer cell lines had no mRNA expression. In colorectal cancer tissue,

1 receptor UNC5C defects with colorectal cancer disease. Results

UNC5C methylation was significantly higher than that in the normal mucosa, the difference was statistically significant (P<Z0. 05).
The methylation levels of UNC5C gene in the stage | to [| ,and the stage [l to IV were significantly higher than non-methylation
levels, the differences were statistically significant (P<C0. 05). The correlation analysis by the Spearman method showed that the
UNCS5C defects was positively correlated with colorectal cancer disease (r= 0. 856, P<C0. 05). Conclusion Netrin-1 receptor

UNCS5C defect has certain correlation with colorectal cancer disease.
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