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Correlation between overexpression of PC4 in lung adenocarcinoma with lymph node metastasis”
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[Abstract] Objective To investigate the promotion effect of human transcriptional positive cofactor 4 (PC4) overexpression
on lymphatic metastasis in lung adenocarcinoma. Methods 96 samples of lung adenocarcinoma tissue were collected. The immuno-
histochemistry(IHC) and real-time quantitative polymerase chain reaction (qRT-PCR) were adopted for detecting the expression
levels of PC4 protein and mRNA. The correlation of PC4 expression with lymphatic metastasis and TNM stage was analyzed. Re-
sults The expression of PC4 protein was positively correlated mRNA in lung adenocarcinoma (»=0. 63, P< 0. 01) ;the expression
of PC4 protein was positively correlated with lymph node metastasis (* =8.29,P<C0.01) and TNM stage (y* =4.71,P<0.05);
the expression of PC4 mRNA was also positively correlated with lymph node metastasis (3 =8. 40, P<(0. 01) and TNM stage
(XZ =5.10,P<C0.05). Conclusion PC4 overexpression is found to be closely associated with the lymph node metastasis and TNM

stage. PC4 may facilitate the lymph node metastasis of lung adenocarcinoma.
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