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Effects of silencing lung cancer A549 midkine gene expression on cell apoptosis
Sun Changming sWang Liping ,Liu Min s Zhao Weichuan , Piao Zong fang s Zhang Xiugin®
(Department of Clinical Laboratory sthe A f filiated Hospital of Chengde Medical College ,Chengde, Hebei 067000 ,China)
Abstract; Objective To study the effects of midkine(MK) by RNAi on gene expression and apoptosis in A549 cell. Methods

Construct MK siRNA expression vector, and then was transfected that into A549 cells(positive group, negative group, blank cell
group). Expression of MK was determined by RT-PCR and Western blot in each group;apoptosis was evaluated by flow cytometry.
Results The expression of MK protein declined 89. 3% and expression of mRNA declinded 83. 3% in positive group ( positive

group). Spontaneous apoptosis was deteted in positive group,early apoptosis increased by 15. 5 times and 9. 34 times than the nega-

tive control group and blank group. Activities of caspase-3 was higher than other two groups(P<C0. 05). Conclusion RNAI can in-

hibit expression of MK and induce apoptosis of A549 cells.
Key words: RNA interference;apoptosis; A549 ;midkine
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