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Expression and clinical significance of extracellular matrix metalloproteinase inducer molecule CD147
in bladder urothelial carcinoma tissue
Liu Min"* ,Mao Xiangming' ,Xue Yijun® , Zou Xiaofeng® ,Yuan Yuanhu® ,Xiao Rihai®,
Zhang Guoxi® ,Wu Genqging® ,Wang Xiaoning®*
(1. Department of Urology sSouthern Hospital , Southern Medical University ,Guangzhou,Guangdong 510515,China;

2. Department o f Urology sthe First Af filiated Hospital ,Gannan Medical University ,Ganzhou, Jiangxi 331000, China)

Abstract: Objective To investigate the expression of extracellular matrix metalloproteinase inducer CD147 in patients with
bladder urothelial carcinoma and its relationship with clinicopathologic features and prognosis. Methods RT-PCR and Western blot
were used to evaluate the mRNA and protein expression of CD147 in cancer tissues and corresponding paracanerous tissues from 20
patients with bladder urothelial carcinoma;tissue microarray containing specimens from 108 patients with bladder urothelial carcino-
ma and 20 normal controls was constructed and immunohistochemistry was applied to examine the expression of CD147, and the
correlations between CD147 and clinicopathological characteristics and prognosis were also analyzed. Results Expression level of
CD147 mRNA and protein in cancer tissues from 20 bladder urothelial carcinoma patients was significantly higher than that of cor-
responding adjacent tissues (P<C0. 01). Immunohistochemical detection showed normal bladder urothelium from 20 control cases
were either no or weak protein expression of CD147, positive expression rate of CD147 in 108 cases of bladder urothelial carcinoma
was 73.1%. the CD147 expression level had positive correlation with lymph nodes metastasis, histological grade, tumor stage and
tumor size of patients with bladder urothelial carcinoma(P<C0. 05)and had no relationship with age,sex,the number of tumor(P>
0. 05). Kaplan-Meier survival curves analysis showed that the survival time of patients with bladder urothelial carcinoma whose ex-
pression of CD147 were high was significant lower than that of patients with bladder urothelial carcinoma whose expression of
CD147 were low(P<C0. 01). Univariate analysis showed that histological grade, tumor stage,lymph node metastasis, tumor size and
CD147 expression were all positively correlated with a poor prognosis(P<<0. 05). Cox-multivariate analysis revealed that histologi-
cal grade, tumor stage,lymph node metastasis,and CD147 expression level were independent predictors of an unfavorable prognosis
(P<<0.05). Conclusion High expression of CD147 in bladder urothelial carcinoma may be correlate with the its progress and its
expression state is an independent prognosis factor.
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