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Expression of E6/E7 mRNA in single or multiple high-risk HPV infection in different degrees of cervical lesions”
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Abstract: Objective To investigate the HPV genotype distribution characteristics in the patients with different degrees of cer-
vical diseases and the expression of high-risk HPV E6/E7 mRNA in the patients with single or multiple infections and its influence
on the HPV pathogenicity. Methods A total of 236 formalin-fixed, paraffin-embedded specimens were collected from women with
different degrees of cervical diseases. The gene chip technique was adopted to conduct the genotype detection. The in 23 kinds of
HPYV genotype on 236 specimens. The TagmanRT-PCR technique was adopted to measure the expression of high-risk HPV E6/E7
mRNA. Results The HPV positive rate was 65. 3% (154/236) ,including 233 cases of HPV subgenotye infection(single or multi-
ple) , the expression of HPV E6/E7 mRNA was detected in 60. 9% of cases(142/233),the HPV positive rate and the expression
level of HPV E6/E7 mRNA were increased with the increase of the cervical lesion grade(P<C0. 05). In the high-risk infection cases
of lesion==CIN | ,the expression rate of HPV45 E6/E7 mRNA was highest(93. 3%) , followed by HPV16(81. 0%) and HPV18
(78.4%). In the lesions =CIN [ ,the expression of E6/E7 mRNA was detected in 93. 7% of cases(118/126), while which in le-
sions << CIN[[ was detected in only 39.3 % of cases(11/28). In different degrees of cervical lesions,the expression rate of E6/E7
mRNA in the cases of multiple infection was higher than that in the caes of single infection(61. 2% wvs. 38. 8% , P<0. 05). Conclu-
sion In any degree of cervical lesion, HPV multiple infection. especially high expression level of HPV45 E6/E7 mRNA could in-
crease the HPV pathogenicity.
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