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The role of microRNA-219-2-3p in Gastric Cancer and the underlying mechanism
Jin Jinlian ,Wu Faming , Zhou Haiyan , Xie Xiaojing -Wang Xinyu
(The Third Clinical Medical College of China Three Gorges University/Gastrointestinal Department of Internal
Medicine Gezhouba Dam group Central Hospital , Hubei Yichang 443002)
Abstract; Objective To evaluate the role of miR219-2-3p in gastric cancer and the underlying mechanisms. Methods Real time
RT-PCR was employed to quantify the expression level of miR219-2-3p in matched tissues of 82 patients. In vitro cell proliferation,
the expression of tumorgenesis related protein ERK1/2 was performed by overexpressing miR-219-2-3p in gastric cancer cell line
MGCS803. Results The expression level of miR-219-2-3p significantly decreased in late stage gastric cancer (P<C0. 05). The cell
proliferation rate was significantly reduced in gastric cancer cell lines overexpressing miR-219-2-3p. Furthermore, the expression
level of p-ERK that activated form of ERK was significantly decreased whereas the total level of ERK was unchanged after overex-
pressing of miR-219-2-3p in MGC803 cell lines. The expression level of p-ERK was also increased in gastric cancer tissues. Conclu-
sion miR-219-2-3p may acts as a tumor suppressor in gastric cancer by decreasing the activity of ERK1/2 signaling pathway.
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