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Abstract: Objective To investigate the mRNA expression of fcatenin and PTEN in hepatocellular carcinoma exposed to hepa-

titis B virus(HBV) and aflatoxin BI(AFB1). Methods 108 HCCs came from different districts of Guangxi province were labeled as
four categories based on their biomarkers of HBV and AFB1 exposure. Group A: HBV(+)/AFB1(+),48 cases, group B: HBV
(+)/AFB1(—),27 cases,group C: HBV(—)/AFBI(+),19 cases,group D: HBV(—)/AFBI1(—),14 cases. And normal hepatic
tissue from 20 cases of hepatic hemangioma, liver resection and liver transplant donor were chosen as normal control group. And the
mRNA expression of gcatenin and PTEN were detected by RT-PCR. Results The mean expression level of fcatenin gene mRNA
in group A.B,C,D and control group were(1. 1340, 14),(1.0640. 12),(1.16+0. 18),(1.01+£0. 13) and(0. 08540. 13) respec-
tively. There were significant differences between group A and C, A and D. And there were significant differences between these
four groups and control group(all P<Z0. 05). The mean expression level of PTEN gene mRNA in four subgroup A,B,C,D and con-
trol group were(0.54=40.13),(0.5940.16),(0.9740.16),(0. 9240. 13) and(1. 10£0. 16) respectively. There were significant
differences between group A and D,C and D. And there were significant differences between group A and C(P=0.002) , A and D(P
=0.032),B and C(P<C0.001) and B and D(P=0.011). And there were significant differences between subgroup A,B and D and
control group(all P<C0. 05). Conclusion The over expression fcatenin of HCC cases may be associated with the exposure to AFB1
while the loss of gene PTEN may relate to the exposure to HBV.
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1.3 itk s SR SPSSI8. 0 A # AT 4t = b B, 3t
TR 45 A IR 3 B LA AF A TE A 43 A1 2R F O 22 43 A sS4
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