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i E.BHH KT mecAABABASBLXEHARBACA P AR KT ERGH AL, FiE KEBAS B SA
Btk 186 4. RS A 30k (K-B k) AT B 40X . F 2T DNALZ A PCR 73 mecA A B, R ®HTYABHREXEH FHi
B (MRSA) #9 4 th % 2 30, 65% (57/186) , 2 56 4k MRSA 7= 129 #h ¥ A @AM B2 % & # B 5 8 (MSSA) + & 10 i ik
mecA K B A Rt 7 & F & A Ak B AR S MRSA st R A3 2 M w25 £33 F MSSA, # 4 mecA ARG AR HE
W ESZT RS R mecA ARG HH.HAEFALTFELP<0.05), &8 SAKEYBHHTA mecA ARG BT 2
A LA, T I mecA KFEE SA WA AR FRELZEZAER,

KER 2K EH HHRE ;mecA KRB ;w2
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Detection of mecA gene in Staphylococcus aureus and its correlation with drug-resistance”

Chen Xiao feng s Peng Yang s Bi Jiaqi .Yao Zhengjiang”
(Guangdong Pharmaceutical University/Guangdong Provincial Key Laboratory of
Molecular Epidemiology »Guangzhou,Guangdong 510310,China)
Abstract; Objective To investigate the mecA gene expression lvevl in clinically isolated Staphylococcus aureus(SA) strains and
its correlation with drug resistance. Methods Clinically isolated 186 SA strains were collected. The K-P method was adopted to
conduct the durg sensitivity test. Then DNA of these strains was extracted and the mecA gene was amplified by using PCR. Results
The detection rate of methicillin-resistant SACMRSA) was 30. 65% (57/186) , the positive mecA gene was detected in 56 strains
of MRSA and 10 strains of methicillin susceptible S. aureus(MSSA) among 129 strains of MSSA ; except susceptible to vancomycin
and linezolid, the resistance rate of MRSA to ther antibacterial durgs were higher than that of MSSA, the resistance rate to antibac-
terial durgs in the strains carrying mecA gene was higher than that in the strains without carrying mecA gene, ther difference be-
tween them had statistical significance( P<C0. 05). Conclusion Clinically isolated SA strains carrying mecA gene are resistant to
multiple antibacterial drugs,which indicating that mecA gene play an important role in SA drug-resistance mechanism.
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1.2.3 PCR & mecA W ZMCHk[4]¥ 1T, PCR 7
Y mecA FEH S MBI Y mecAl:5'-TGG CAT TCG
TGT CAC AAT CG-3';mecA2:5-CTG GAA CTT GTT GAG
GAG AG-3", ¥ 88 i BARFN 25 pL:2X Tag PCR Master-
Mix 12.50 pL,10 pmol/L 51# b FiiE# 1. 00 L. 3ZE K 8. 50
pL DNA itk 2. 00 pl, 394,94 C S HE 5 min, R 5
94 CAS I 30 5,55 C Bk 30 5,72 CHEAH 60 s, 4T 30 F
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1. 50 % B HE B HE A 1,80 V MK 30 min, EAMNE K ML ARG T
ML BRI, LIARIE Y 100 bp Ladder [T 1F 25 2 &, B PE 4R
AN AEZY 310 bp Ak WLER H] HL YK 55 .
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*1 186 #k SA 3T 18 MM H AWM AR B[4 ( )]

PLAZY SA(n=186) MRSA(n=57) MSSA(n=129) XZ P mecA+(n=66) mecA— (n=120) X2 P

RKEZ 46(24.73) 38(66. 67) 8(6.20) 77.643  0.000  38(57.58) 8(6.67) 59.285  0.000
I i 1 7 47(25.27) 47(82. 46) 0 142.340 0.000  46(69.70) 1€0. 83) 106. 931  0.000
W R 63(33.87) 44(77.19) 19(14.73) 68.865 0.000 46(69.70) 17(14.17) 58.621 0.000
L AR A 150(80. 64) 49(85.96)  101(78.29) 1.490 0.222 54(81. 82) 96(80. 00) 0.090 0.764
HHEEG 171(91. 94) 57(100.00) 114(88.37) 7.209 0.007  65(98.48) 106(88. 33) 5.919  0.015
iR S 0 0 0 — — 0 0 — —

7 2% iz 0 0 0 - — 0 0 — —

B 55 G Ak / o L 2 R 48(25.81) 48(84.21) 0 146.420 0. 000 47(71.21) 1€0. 83) 110.154  0.000
SAEVEH 170(91. 4) 56(98.2) 114(88.4) 4.902  0.027  64(97.0) 106(88. 3) 4.040  0.044
JHE I G A 57(30. 65) 57(100. 00) 0 186.000 0.000  56(84.85) 1€0. 83) 141.413  0.000
5205 #hii 15(8.06) 15(26. 32) 0 36.925  0.000 15(22.73) 0 29.665 0.000
MR 70(37.63) 43(75. 44) 27(20. 93) 0.044 0.000  42(63.64) 28(23.33)  29.468 0.000
FEWET /RS T 4(2.15) 3(5.26) 1€0.78) 3.784  0.052 3(4.54) 1€0. 83) 2.788 0.095
F 45 - 6(3.22) 5(8.77) 1€0.78) 8.098  0.004 5(7.58) 1€0. 83) 6.201 0.013
AEHE 23(12. 36) 14(24.56) 9(6.98) 11.281  0.001 14(21.21) 9(7.50) 7.388 0.007
2N 80(43.01) 45(78.95) 35(27.13)  41.609 0.000  46(69.70) 34(28.33)  29.722 0.000
K 76 e vk 47(25.27) 47(82.46) 0 142,340 0. 000 46(69.70) 1€0. 83) 106.931  0.000
AHBE 95(51. 08) 53(92.98) 42(32.56) 57.761  0.000  53(80.30) 42(35.00)  34.973  0.000
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2.1 PEBRKIHIEOL EIR IR B9 186 £k SA v, ZR mk P A
WEAEZ/NFEZ%F 10 mm [ MRSA A 57 £ (30. 65%),
=13 mm i MSSA A 129 #£(69.35%).,

M ARiE 4 (100 bp Ladder I1) 51 B3P X} B85 2. mec A FH % X B8 (il
FAESD) 53~7 :mecA fHYE PCR 724 .
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M/ RLAETR MR E B R R CEER GUANTMO a%
PRI 2 R A . R W] SA XX ILEPLH Wi 25 1F
L . MRSA Xt £ 21 B 245 ) it 25 26 58 1w, 3 i 8 &%
G FR W PG bR R 15 100. 00 %6, 4 22 1 25 49 4E 5 117 MSSA ) Tif
IRMIRAL, —F R ERA LRI =L (P<0.05), KK
A i T B A RS R 9 SA L mecA BHME (O I R4 B
TR R 5 Xt 7 i B 2R ) 4 e T AR A L N DR R B L R

MCE T B AR R CRIAR O VAR R IR ER Sk e nk
/RN YR T mecA (O Rk, —HE B ZESA
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B IS O, WLk 1,

2.3 mecA JERERG N 25 R I T RE T BB 186 Bk SA kS
tH mecA JEBE FAME 66 #k, FEAMEMNENFHAS O L5 G R
Q4 HO N ICUT Mo E R AR A R B TR R 47 Bk L 25 Fi ik
W11 BRI 3 BRI AL 5 Bk . 7E 57 £k MRSA 1,56 By
mecA H A, 5 98. 25% s ZRA3 I K 43 B #k mecA £ [F PCR P~ 4
KSR W E 1, HA 1 MRSA I IR 5 25 B Bk & A 2
mecA FEH ;TAE 129 ¥k MSSA F 45 10 #k (7. 75 %) #E 4 mecA
W CHE B EFAGRI L =141, 413, P<C0.05),
3w #

H AT, SA 25| & im KRG EZRIREZ —. 52
MRSA YL, T DU 3 R 7 T 55 90 B P = 2 R i AT, BR
HLBEM MRS . MRSA P= 4 ) FEJFE A Zd T SA i
mecA K| RE—-MTHERLHHA 2a(PBP2a) il 5
B-INBEI B AE EARRL A M/ AT 2, A M5 KB, mecA
FEA S SA Gl 5 AL IR AT A A R B, HOSA 8 5 3R A5 Ik
LD, BRI mecA JE X AT MRSA % 5% B “ & b ifE 7,
HWF5E L, A E Y MRSA, BRI mecA PR BH P . (8 H: 1}
HRREAARR -5 Wik, #k—F 58 MRSA Wit 24 19 43 F
HLAH - 9 B8 IR 2B A= 2 09 4 R B 24 B F 98 3R 97 MIRSA J&k
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AHE ST LS T B L FE MG R 23 B 1 186 #k SA Hh, IR m 74 Ak
MEFEZ/NFHETF 10 mm B MRSA F 57 #:(30. 65%) ,
=13 mm i MSSA 4 129 #£(69. 35%) ., KF CHk[9-10]4f &
i) MRSA #£ 50. 0% L FsK ., 186 Bk SA IIfi K43 B MRSA fy
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it %o 30, 65 %0, 2545 R R . MRSA X Z R HL B 2590 19
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Tl Hz ful I, P AE R T B T Jiie 28 470 26 3R TR A T 8 485
A mecA FF A FE A, T8 MRSAM Y H kR4 F 49
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oA 4 BRXS 18 BT B 2 W SRR AN o A R I R 4 B T PR Y
2.15 % $2IR SA I PR 43 15 B8 MR A7 16 7 5 I i 2 1
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