1058 TREF 2014 %3 A% 43 5% oM

E/NABARFEA LA R ERCCI mRNA RiZWREE
ST fmEnx i

A RV AT M L RMET, R ER . &Y
(1. FBE4RARRILETARERSKHIF 536000;
2. BEHKFE —WBEER MM, & T 53002D)

1 E.BH FiTED @ (NSCLO) & F i A X L E 4 A B 1(ERCCHmMRNA # &kt LA KL 5 48 % 25 4 4 8
W F TG0 & &, Bk A4 EK-PCR(RT-PCR) £ 34 R, 4w 85 4] NSCLC 4= 34 #) #& #4442 ¥ ERCC1 mRNA #) & ik
B, @BESH ERCCl AAH AL B XML FEAREAFZIAREAFMZ M XBEME, £R &% ERCClI mRNA
kR AREERALAERGRERAEFEH(P=0.00DFEALFEHM(P=0.001)., $HEZ2# 2 F,.ERCCl 4 Lit &4+ A
(P=0.018) A0 % A B M (P=0.027) 93k T )G F5 47, 48 NSCLC & # ERCC1 mRNA & # | 7T 46 45 4 2 K5 69 & 7 Fm
B, b R A T A R G 4% A Aa s B AL T 09 B E AT MR 69 35

XEIRE, D@ ; ERCClI mRNA; # 4 % B A4 R D

doi:10. 3969/j. issn. 1671-8348. 2014. 09. 012 X#kFRiIRED : A XERS:1671-8348(2014)09-1058-03

Analysis of ERCC1 mRNA expression to predict prognosis in patients with
non-small cell lung cancer who received adjuvant chemotherapy
Zhong Hong' .Leng Xue feng® ,Yang Nuo® ,Chen Mingwu® ,Guo Jianji* , Xian Lei*”
(1. Department of Cardiothoracic Surgery sthe People’s Hospital o f Beihai City ,Beihai,Guangxi
536000,China;2. Department of Cardiothoracic Surgery the First Af flicted Hospital of
Guangxi Medical University , Nanning , Guangxi 530021, China)

Abstract: Objective To discover the excision repair cross-complementing 1 (ERCC1) expression in non-small cell lung cancer
(NSCLC) patients and explore the prognostic value of ERCCI1. Methods The ERCC1 mRNA expressions in NSCLC was tested
from 85 tumor tissues and 34 adjacent tissue samples from patients who were after the surgery were used by semi-quantitative RT-
PCR. The data of clinical features and progression-free survival (PFS) and overall survival (OS) were linked to ERCC1 expression
by retrospective analysis. Results In 85 patients,the ERCCI negative ones had a significantly longer survival than the ERCC1 posi-
tive expression ones (PFS,P=0.001;0S,P=0.001). During the multivariate analysis, ERCClwas found to be a significant factor
in PFS and OS (P=0. 018 and P=0. 027). Conclusion NSCLC patients who were undertaken platinum-based adjuvant chemother-
apy after surgery could use the detection of ERCC1I mRNA as a determinant factor for the prognosis predicting of individualized
treatment.
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