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The effects of tetrahydroxystilbene glucoside on mouse liver cytochrome P450"
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Abstract: Objective
livers. Methods

To investigate the effects of tetrahydroxystilbene glucoside(TSG) on cytochrome P450 (CYP) in mouse
Kunming male mice were divided into the blank,low dose and the high dose of TSG groups. 3,5 and 7 after intra-
gastrical administration of TSG,mice were sacrificed and the mRNA expressions of CYP isoenzymes in mouse livers were measured
by real time reverse transcription-polymerase chain reaction(RT-PCR) , respectively. Results TSG significantly inhibited CYP1A2
and CYP 3A4 mRNA expressions at 3th,5th and 7th day after treatment. TSG time-dependently increased CYP2E1 mRNA expres-
sion. TSG inhibited CYP4A14 mRNA expression at 7th day after treatment. Moreover, TSG had no significant effects on CYP2B10,

CYP3Al1l and CYP3A25 mRNA expressions. Conclusion

TSG has significant effects on CYP1A2, CYP2El, CYP3A4 and

CYP4A14 mRNA expressions but no significant effects on CYP2B10,CYP3A11 and CYP3A25 mRNA expressions.
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AN {5 2 P450(cytochrome P450,CYP) J& T 259 1C 11
S — ARG, SR T GORL A b, TE 25 W A W Al R R
EHEEGEMN. KEMPFRIES CYP BHUE 808 1 2
T8 25 Wy A EAE RS 3025 9 A R R 3 0 s 28 R A i R
BRI PR e I R B & 1 25 0 B 5 25 W CYP 1 5%
W] o % PPk A 245 4 7 A P 1% o 24 ik 8 7K ST AT e ) 157 Ty Tl
HEESEZE X, — 78 Z M H (tetrahydroxystilbene glucoside,
TSG) RATH S EBLGHM 2 — . BRI, TSG AA
LA U IG5 G ) IR AR B S KR R AE AL L3R
SR Ty B B SRR . ST TSG 2B
ER) 2 5 AL 25 Y I 5 0 IS TE L S 8 2 A BESE R
SEHY 36 F S PCR (real time reverse transcription-polymerase
chain reaction, RT-PCR) #1i+ TSG X /s BT 4 R Ok & CYP
FRY S R) » LB Ay i DR 5 P 245 42 43 B il 25 3~ R 40
1 #8E5F*
L1 SEEeshyy B IR /N B BT 20~24 g, T A 5K =
BRI L ATIE S S SCXK-(%£)2012-0410,
L2 85I TSG(Cy Hay Oy MIXE 4> F Bt 406, 400 K
T 98540 41t5 110844200607 W ] v [ 245 i A= 9y il ity Az 5 I 5
RNA $2 R & A B 5 M BARA R Al s RNA ¥ 5

x  BETH. HEARFEIE GBI H (81102433) ; ¥ & B i 42 18 F A A S i3+ R ¥ B (NCET-12-0662) ,

~) L B R ENF BB

SR G B REF Y LRARA AT AT YWl A L
A TARSAR IR 55 A B B s RNA 03 g A0 [ 8 [ Ep-
pendorf /4 &) s RT-PCR #"# {X g A 3¢ [§] BIO-RAD 2 7] 5 %54k
Iy T (B85 TULS10) My B AL 503 A7 X 4% 2 7l 5 HL 7 0 A7
KTl A AL ST BE 2 R T R T 5w R R e O ALl A
Sigma 23 #]

1.3 Jiik

1.3.2 SEErdimsnsy BBIRMHEME /DR 45 R 3 41
F41.TSG KA 5 41 (10 mg/kg) . TSG & 7 & 41 (40 mg/kg) ,
A5 HGEWANESREES T TSGHB .= HA# S 4
T2 S AR A AR K .

1.3.2 RT-PCR Kzl 25438 3.5.7 d 545 1 1026 7K
o SRR/ B T SE L 0 T 1 M TRORT E T 5 RNA 42 B
(TrizoD ¥ 29 35 AR 4 336 3% s il ) & e W0 45, 5 S 4R R
RNA 0 7 54 BU5E 1 4% 1.4h cDNA, G b B8 5 1 51 9 6/ B
BF 41 41 & B CYP1A2, CYP2Bl0, CYP2El, CYP3A4,
CYP3A11, CYP3A25,CYP4A14 FIN 2 3 A Bractin FEAT Y
U L H T Y FE 5« Bractin B 7. 3'-TCG TAC CAC TGG
CAT TGT GA-5', F##:3-TCC TGC TTG CTG ATC CAC
AT-5";CYP1A2 Fi:GCC TGA GAT ACA GAG GAA GAT
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*x1 TSG 33 /MR BFBE CYP1A2,CYP2EL,CYP3A4 #1 CYP4A14 mRNA Ri&
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Y2 (xE£s,n=>5)

HH 25 3 3d 5d 7d
CYP1A2 2 HEH 160. 49437, 47 128.33+17.03 137.07+13. 40
TSG K5 & 41 94, 85428, 08* 77.52436.03 86. 45429, 35
TSG &7 41 108.20417.59¢ 59.63+13. 60° 87.60+19.41¢
CYP2E1 2 H 4 85. 58425, 41 72. 41429, 07 86. 95448, 30
TSG K7 21 86. 064 28. 90 78.46417.15 139.47+44. 96
TSG & 4l 140. 37422, 54% 190. 62434, 63 284.05+72, 83%
CYP3A4 24 91.01414. 14 134.23+35.98 174. 51444, 49
TSG %7 & 2 140.59438. 17 100. 69441. 58 187.18470.91
TSG &Ml &4 46. 49413, 75° 44,53+12, 717 29.62+11. 88"
CYP4A14 2 HH 169. 3442, 28 116. 48+39. 03 164.49+17. 11
TSG K7 & 4l 119.96+18. 04 52. 40+ 30. 29 150. 06429, 27
TSG @7 i 4 109. 87+38. 18 78. 75432, 21 87.31426. 612

*: P<<0.05. 578 (AL LEE ;P P<<0. 05, 5 TSG @il i 4AE T 7 d i LLgk.

%2 TSG 34/ BFAE CYP2B10.CYP3A11 #1 CYP3A25 mRNA RiEWEMm (s, n=5)

FH 21 31 3d 5d 7d
CYP2B10 =k 57.734+33.28 132. 36£56. 41 207.31+46.03
TSG ik &4 78.33+31.15 136.16+49.03 170.29+29.19
TSG & H 2 66.4349.18 89.29438. 09 156.03+28. 24
CYP3A11 Y=E:| 187.31+49.78 122. 65427, 53 123.22+46. 43
TSG ka2 171.22+39. 64 77.06+29. 45 120.16+34. 88
TSG &l 115.96453.13 109. 68418.98 202.31+47. 21
CYP3A25 24 177. 90455, 34 73.33+36. 24 135.59+41. 24
TSG ik &4 134, 54+37.75 40. 42434, 01 166.22+63. 21
TSG @&l el 145.08435.53 71.52441. 25 190. 56 +68. 14

CCA-5', Fif:3'-GGC ACA TAA CAG GTG TTT GTA GAC
T-5';CYP2B10 | Ji%: 3'-AAG GAG AAG TCC AAC CAG
CA-5", F if: 3-CTC TGC AAC ATG GGG GTA CT-5';
CYP2El Fii%:3'-GGC ACC ATG TCT GCC CTC GG-5', F
##:3-CCT CCA CAC ACT CAT GAG CG-5';CYP3A4 |
3-AAC TTT GGC ATT GAA CAG CA-5', F . 3'-GGA
TGC AGG GAT GAT GAC TA-5'; CYP3A11 I . 3'-CTC
AAT GGT GTG TAT ATC CCC-5', Fiif:3'-CCG ATG TTC
TAA TGC C-5'; CYP3A25: [ Ji#: 3'-AGT ACT GGC CAG
AGC CTC AA-5', Fift:3-TCG TTC TCC TTG CTG AAC
CT-5';CYP4A14 | .3 -CGA CTC GAT CCA GAA ACT
AC-5', Fii:3'-ACA GGA CAC ATT GCA GAG AG-5',

1.4 Ziit2sab s SR SPSSI16. 0 3 F #F 47 808 43 7 . 1 1
PORLL Tk s FoR 4L L BCR A R 07 2% 43 . L P<<0..05
HZESAGTTFE L.
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2.1  TSG xf /N B JF BE CYP1A2, CYP2EL, CYP3A4 A
CYP4A14 iAW m 52 ALK, TSG Al =A/EH 3.5,
7 d JE¥ReaE g CYP1IA2 mRNA fy3RiE .1 TSG A5 it /F
3 d el CYPIAZ mRNA #3635 TSG &= A/E 3.
5.7 d J5 2 AR M i 38 i CYP2E1 mRNA [ % 3%, TSG

X CYP2ZEL mRNA {335 T6 . % %2 Wi s TSG = 7 it 1
3,527 d J5HfERs WM CYP3A4 mRNA % ik. TSG
{77 &8 X CYP3A4 mRNA B3k K W8 & 48 s TSG IG5 &
Fim R BIER 3.5 d Ja X CYP4A14 mRNA 1 £iA T R
FRW LN TSG SR mAEN 7 d JERE% B EME CYP4A14
mRNA 33k, I3 1,
2.2 TSG X/NEJFHE CYP2B10,.CYP3A11 fl CYP3A25 mR-
NA FkWsgm 555 (4l , TSGR & M & ) & 5 ) 4E
FH 3.5.7 d J§ %t CYP2B10,CYP3A11 1 CYP3A25 mRNA ff
FR T W FEMEL W, WL 2,
3 it e

YRR N SR Z B 2R E R IR 5 m, 2
VAR B R B 5 e 5 R AR SR R e 24 W AR Bl g A ol AR ) O
DI, 40 (0 3 P450 J2& DL M 41 & o i 25 09 B OE 40 i (0 %
GRS T R R 0 2 W R 4 U W T AT AR W
5, 25 % JE A BE 05 Bl W) R A B Al 25 5 S B
POl 38 2 245 9 =22 18] i AR S A B 1 S B4 4t Y R Y S
W) SAR G 7= e T e BRI B B S RS Y R R
L, AT 5% W0 I R FH 24 1997 3R 2e 20,

CYPIA.CYP2E #1 CYP3A J& CYP il & " & T 25 4 %
WG R 2 B R 25 W iy AL, CYP1A2 2 CYPIA Hig
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HEMT R, A EA G CYP B 13%, #FFE A
CYP1AZ fEmnnl (R ARFR 6 7T L 2 i i ok 3 2 B 28 2 ) L 3 28
T8 IR R R LA R Al 2 3t - 55 20 43 24 4 1) AR 38 vh R 45
FEFST . BeAh . CYP3A W Z % o CYP3A4 2 i A I o 5
FEM RS0 CYP S8 10 40% , Be 4k A3 60%0 A 1Yy
G RIGIT 299, W AT B R LR R LR V5 KA M R £
R M TR SR AR AT N AR R B, TSG fiE
fgimH CYP1A2 fl CYP3A4 #: P %5k, £ 9] TSG £ 5%
CYP1A2 #1 CYP3A4 i 1) 25 ¥y 1k & F 2 B, AT RE <3 a1 X
S Ad 2 Wy A 107 I O A B T 24 1 45 2 0 R R Dy
25 22 1] A AR B AR T 5 | R 2 4 35 FR, DT 32 0 25 1) 1 97
G @it ol o

CYP2E % %t H L CYP2EL £ & %, CYP2EL 2
diFRE CYP B 7%, HATE &8 & 1) CYP2EL R E
K70 Z P AN S £ AP A RORR B R L % 6, ol
FRE W W05 B WAL G W5 X ) Tk N 4 CYP2EL
HEAR S5 AT 480k 2E B 75 ) B0 W BT AT ™ R e 24 ) 1 9T AL
A BN B & AT ARBFSE & B TSG BE S T
CYP2EL JePH £k, 78 TSG 5 H Ath i@ i CYP2EL i i 24
Yy F B AR AT e 2 S SOt 2 0 AR b s T S 25 4
i

HAE M= A5 & B TSG X CYP4A14 %EH %k
BAEMBIER. HEotsR Ko, CYPLAL ) 3R 3K 18 Jin 5 B8 &
o A A4 R 9 D) AH OG L 3 o 3 B Y AR AL - AR KT 2R
A o 19T 5 SO P9 4Rk B BRI 0 AR R TR A R
A A AR 5 AT 51 A A 4 e ST, AR g & B TSG
et CYPLAL4 JE R 3k . 4278 TSG A RE 52 M JFJIE 9 1)
B T ad S Ak 5 07 o B R R ML A5 3E — 25 R .

22T, AT KRB TSG X CYP1A2, CYP3A4 DL M
CYP4AL4 Sk HAMEI/EM 4 CYP2EL JEH EKEBEA
% 2VER % CYP2B10.CYP3A11 fl CYP3A25 £ 8T
T AP EN T TSG A /N CYP W 5% 5 3 A
IR R WA o Ay LA I DR R R o A R AR R A TT RE MR R T
W% ABF & TSG 4 CYP B i 52 i B AL i 38 A 15 3 — 4
1 B 5% o
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