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A study on the relationship between perioperative detection of Foxp3 mRNA level and chronic allograft nephropathy
Jiang Haixia' sQiu Yurong',Sun Dehua' sWang Chunyan' ,Li Weimo® ,Li Chuanjiang®*®
(1. Department of Laboratory Medicine ;2. Department of Organ Transplantation , Nanfang
Hospital , Southern Medical University .Guangzhou,Guangdong 510515 ,China)

Abstract: Objective To study the relationship between perioperative detection of forkhead box protein P3(Foxp3) mRNA level
in peripheral blood mononuclear cell (PBMC) of patients with kidney transplantation and chronic allograft nephropathy (CAN).
Methods 35 cases of renal allografts completed in this hospital defined clinically and confirmed histopathologically were observed
as CAN group,simultaneously a retrospective case-control study was performed on 35 renal transplant recipients with normal graft
function observed(control group). Foxp3 levels of PBMC in perioperative period were dynamically determined in two groups. Real
time PCR was applied to detect the expression of Foxp3 mRNA. In order to find out other risk factors influencing chronic allograft
nephropathy and eliminate disturbance. The related clinic factors were compared between the CAN group and the control group. Re-
sults The Foxp3 mRNA level was lower in the CAN group than the control group[ (24.1 416.2) X 10 * vs. (52.3 £27.4) X
10~ *,P<C0. 01]. Among risk factors influencing chronic allograft nephropathy,only acute rejection(AR) was probably different in
two groups. In order to avoid disturbance, further classification was done according to AR. The statistical results show that the
Foxp3 mRNA level in two groups was not be affected by AR. Conclusion The Foxp3 mRNA level in perioperative period is associ-
ated with CAN which maybe a risk factor for CAN. Foxp3 may be an index to predict the occurrence risk of chronic allograft ne-
phropathy after kidney transplantation and guide individual treatment.

Key words: kidney transplantation;kidney failure, chronic;Foxp3
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