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Study on relativity of genetic variants of rs12425791 on chromosome 12p13 and prognosis in patients with acute ischemic stroke
Cao Zhengyu
(Department of Emergency Medicine ,Yunnan First People’s Hospital s Kunming s Yunnan 650032, China)

Abstract: Objective To investigate the association between genetic variants of rs12425791 on chromosome 12p13 and the one
year risk of stroke-related death or recurrent stroke following initial stroke. Methods A total of 401 acute ischemic stroke ( AIS)
patients who had first-ever ischemic stroke were analyzed. The genotypes of chromosome 12p13 rs12425791 were analyzed by PCR-
RFLP. Logistic regression analysis was used to assess the effect of individual genotype on stroke-related mortality or recurrent

stroke in one year. Results Among the 401 AIS patients, 31 died or developed a recurrent stroke. After adjustment for age,sex and

vascular risk factors, logistic regression analysis indicated that the odd ratio were 2. 602(95%CI 1. 216—5. 564) for individuals with

homozygous variant allele of rs12425791. Conclusion

This study found that genetic variants of rs12425791 on chromosome 12p13

are independent predictors of stroke-related mortality or stroke recurrence in patients with incident ischemic stroke.
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