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Abstract: Objective  To study the frequencies of allele and genotype distribution of alpha-B-crystallin (CRYAB) gene
rs3212227 and rs6894567 single nucleotide polymorphism (SNP) in Chinese guangxi populations,and to Compare the distribution
differences among different ethnic. Methods The CRYAB gene rs3212227 and rs6894567 polymorphisms were detected by the pol-
ymerase chain reaction-single base extension (PCR-SBE) technique and DNA sequencing methods in 199 Chinese guangxi popula-
tions, frequencies of allele and genotype of CRYAB gene SNP loci,rs3212227 ,rs6894567 were analyzed in guangxi populations com-
pared with other the four populations (HapMap-CEU, HapMap-YRI, HapMap-JPT and HapMap-HCB) from Human Genome Pro-
ject group (Hapmap) data. Results There were CRYAB gene polymorphisms in Guangxi populations. The frequencies of allele and
genotype distribution of CRYAB gene rs3212227, rs6894567 polymorphisms had significant difference compared with HapMap-
CEU and HapMap-YRI populations (P<C0. 05) ,and had no significant difference compared with HapMap-JPT and HapMap-HCB
(P>0.05). Conclusion The frequencies of allele and genotype distribution of CRYAB gene rs3212227,rs6894567 polymorphisms
are significantly difference compared with others ethnic populations,and this variation might account for a variety of clinical mani-

festation and morbidity of of some CRYARB related diseases.
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W6 Jim 15 I8 1 47 fi R MR AR 1 199 4% 1R K % % it B2 35 1 o 5 45 4
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1.2 ARASRAE K DNA R HU 28 fd B A4 3 J i ) & R 48
H# k4 2 mL, 2 Z 04 2 B (EDTA) Hi %, Fl el K B 1k 44
WHEIE N 4] DNA, B —70 CHEAF#EH.

1.3 RAMHE RN (PCR)  #¥E NCBI & ## CRYAB #
DNA JF¥ 51, % B3 £ rs3212227 . rs6894567 i &5 1 )% %1 If:
A Primer 5,43 8] T4 R M1 rs3212227,
rs6894567 fii i i) PCR I F i 51 ¥ A0 4 ff 51 9. 3o,
rs3212227 i B B e 519 )5 51 O - 5-GGC AAC TTG AGA
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GCT GGA AAA TCT-3, Fl5| #1551 . 5-TCC AGG ATG
AAA ATT TGG AGG AAA A3, %M B4 % .5-TTT TTT
TTT TTT TTT TTT TTT TTT TTT TTT TTT GTT TCA
ATG AGC ATT TAG CAT C-3', rs6894567 {7 /5 (1 519
¥ %1% :5-ATG GGG ATC CCA GCT GTC ATT T-3; F 5]
YWFH K :5-TGA GTG GTG CCT GCC TTA CTA TGA-3',
WARE| Y Y. 5-TTT TTT TTT TTT TTC AGA CTT GCT
CCC ATA TTT GTG A-3, 1T CRYAB Z£[H iy PCR ¥ 1 )%
MAKFR K 20 pL, 14510 X PCR g W 2& s 2. 0 uL, 0. 3
mmol/L. dNTPs 2. 0 pL, EF#5I# % 1.0 pL, HotStar Taq
DNA B4 1.0 U, S H 4]l DNA 1.0 pL, AN 2R B KRR 2
# 20 uL, PCR ¥ 4 CI7F. PCR JZ B £ fF .94 C 15
min;94 C X 30 s, 60 CX30s,72 CX20 s,3t 35 I ;72
C X10 min, PCR 7=y 4 CI%4.

1.4 FARERIE i A BB Yk PCR ™Y 4 o i 5 i
(SAP) #1441 i (EXO 1) #ifb 5. J§ ABI 24 7] 5 SNaPshot
Multiplex kit 3 47 % i 52 v . ZE {1 7 %5 ] 0F B il 26 16 )5 78
ABI3130XL F#£, SNP 43 %! Ffl GeneMapper4. 0 ( Appliedbio-
systems) 3 43 #7 ,

1.5 it b AR )Y 45 R H 2 15 CRYADB H: [F
rs3212227 .rs6894567 i i 1Y 3k R Y R0 &5 A0 3k R AT 3, 9 % By
NCBI # #% Hapmap A4 iy 4 A~ ANHE BRI AE M AR A
AN BEFAL 5T ABE) CRYAB 3 A rs3212227 156894567 i 5
Gy TAEERL R ] SPSS 17. 0 8P #EAT y° R g it X 1k 4 A
S 70 ANBEN) CRYAB JEFE A R S SE M % 22 5, DL P<
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2.1 CRYAB % [H rs3212227 ., rs6894567 {7 s 14 1 Il 45
rs3212227 ,rs6894567 {7 /5 PCR 4 1 =gy F- By K /N4 5k 217
bp.169 bp, ABI3130XL ff) SNP 43 # 45 W i 7R rs3212227 {if i
MSLE R GG.GT Al TT 3 F (B 1) ;rs6894567 {7 54 AA.
AG 1 GG 3 FhIEH A (FE 2),

2.2 CRYABEHNZSMWAEKE) AT SMm RIEK
25 B 8T8 CRYAB 3L rs3212227 ., rs6894567 {v 44 [ 5
PRI R 45 o B DR UM 3, &5 ® R, 199 AR AR CRYAB
FEH rs3212227 ,rs6894567 {3 sk 11 ik [l 7 0 45 {7 Sk PR R AT S 4
# Hardy-Weinberg P-4 , 5 BI0F 52 % 5 o7 DAARR B V5
XA CRYAB BEH Z B MG MEN . SitaRILE 1.2,78
FRE) TG AR, CRYAB 3 rs3212227 f7 S 2L GT 3L H
BRI H WL 292 50, 8% 5 T 45 Ao B X A (9 0 % o i3 29
51.0% ;rs6894567 {7 i M L AG B £ I, 29 (5 50. 8% ; H 25 s
S A (50. 5%) .G (49. 5% 1 3 K B . rs3212227,
rs6894567 {7 i 22 A M ke IR B K 46 o7 B PRI AR 7 9 Lo Mk 3 T 7Y
o)A 22 5 TG T2 L (P>0.05),

2.3 JO79 ABE CRYAB 3L [H 28 5 H il AR L
CRYABRHEZ B S HAM 4 MAFFM LRGSR ER, T HA
TS BN R R BN AHERY rs3212227 . rs6894567 i s fit 3k A
A 0 i R A0 38 1) 22 5 LA B 12 3 L (P<C0. 05) , T 5
HARANBEAAL S ABER 2 R XS %8 X (P>0.05), W%
3.4,

&1 CRYAB £ A rs3212227 fL Bl 7 85 R

DO.0.®:AG.AA GG HF I ; §i 3k : SNP i 45 .
& 2 CRYAB B rs6894567 {ir & il Fr 45

x1 rs3212227 G/T T EANBEHR B FHRLa(%)]

B IR R R AN TR0 2R
SNP {7 &, 1 9] n
GG GT TT G T
rs3212227 G/T % 118 25 (21.2) 66 (55.9) 27 (22.9) 116 (49.2) 120 (50.8)
4 81 22 (27.2) 35 (43.2) 24 (29.6) 79 (48.8) 83 (51.2)
&t 199 47 (23.6) 101 (50.8) 51 (25.6) 195 (49.0) 203 (51.0)
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x2 rs6894567 G/A TES" A ABRHNH2(%)]
I R R A5 2R S v 3 PR 3
SNP {7 & 9] n
AA AG GG A G

rs6894567 G/A 5B 118 27 (22.9) 66 (55.9) 25 (21.2) 120 (50. 8) 116 (49.2)

© 81 23 (28.4) 35 (27.2) 23 (28.4) 81 (50.0) 81 (50.0)

&l 199 50 (25.1) 101 (50. 8) 48 (24. 1D 201 (50.5) 197 (49.5)

#£3 T EABCRYABEME rs3212227 G/T S35
SEMESEAMABHLRL2(Y)]

GG GT TT G T

PN n

RRPHARE 226 2(0.9) 82(36.3) 142 (62.8)
JEMARE 226 30 (13.3)
HAARE 172 56 (32.6)
E[B1UNiS 86

JRPN 199 47 (23.6) 101 (50.8) 51 (25.6)

86 (19.0) 366 (81.0)

88 (38.9) 108 (47.8) 148 (32.7) 304 (67.3)

80 (46.5) 36 (20.9) 192 (56.8) 152 (44.2)

14 (16.3) 46 (53.5) 26 (30.2) 74 (43.0) 98 (57.0)

195 (49.0) 203 (51.0)

£4  JEAB CRYABER rs6894567 G/ A &4
SRS EMABHI LR ()]

FE[A Y SELHEER
}\ﬁ n
AA AG GG A G
YeliPNi 120 70 (58.3) 48 (40.0) 2 (LD 188 (78.3) 52 (21.7)
e 120 58 (48.3) 50 (41.7) 12 (10.0) 166 (69.2) 74 (30.8)
HAS B 90 24 (26.7) 48 (53.3) 18 (20.0) 96 (53.3) 84 (46.7)
B PN 9 28 3L 46 (5.1 16 (17.8) 102 (56.7) 78 (43.3)

PN 199 50 (25.1) 101 (50.8) 48 (24.1) 201 (50.5) 197 (49.5)

3 i i

CRYAB i[RI £ 4k 0 5 i3 55 5 #E 3l 9 4 Scat Ak il — &
AL BN R RN o FHR s B g D ag  Fi st AR
HHESI Y IR P CRYAB R #1hiE—FE . CRYAB /& —F
NG FRIR R EORE, BG4 FHEER eI ATS
B ES TS, B 1488 O 5 R4 R R DNA [ 52, AT
HEHR AN Y IE B LA A I AET . CRYAB JER 7 T 11 S (a
AR (11q 2213~2311), 24 691 BRI 4], 4R A5 175 4~ 44 4k
R AEIEZ AL BN Z RS, B F R0 FAEW TR
F W, CRYAB B LSR5 0 A RIS 8 52
P i s DDA SCE . Su SFUI X GG b X AL IR B H CRYAB
FEH rs14133 ZAPEA S MBI R AR ALY CGL.GG &
LG KR AL CC R R MY 1. 50~2. 22 {5 ; Bau &M i 1t
FEEHE AT K B, 505 M XD OR R T R o BN R 7R
CRYAB 3 [H C-820G £ 75 1 v A5 1 3 (R 70 03 %6 £ 7 B 35 22
5o B4, Sun BN N E i \CRE B9 BF 5T & B, CRYAB 3 B
rs2234702 £ 151 22 25 P SO0 R % 10 B R s U0 AE G . IRk,
31T AS ) ol R SR N A P CRYAB Sk R 22 25 Mk I HE 43 A e
BLAOROR CHE CRYAB JEH 2 80 5 RS i k4B &
JRIRALTT A T B 5T B

AHF5E R PCR 25 4 B ik 20E fif1 45 A 16 41048 v Uk O ¥
Kl 199 47775 A CRYAD 3 [H rs3212227 156894567 fif i1 £

A4 %t Hapmap B 4 A AHECRROICEE AEWCHE S H AN
REA LT AR B9 SNP 3 BB 43 4 5 4 AR CRYAB &
SNP {37 &5 rs3212227 ,rs6894567 1 Kk [ T80 1 45 o7 56 5] 451 2%
25 IR 7R L rs3212227  rs6894567 {0 i F DR U 1 45 {37 5 IR A7 R
TE B LR LR 25 R B G2 3 L (P>0.05) , B ax 2 A4
A7 i TR R0 R S8 o7 6 R 43 A 50 3 T 96 5 13212227 . rs6894567
AR P HES RO A TE R P CRE =22 8] A9 0 A 771 5
25 (P<<0.05), M5 HA AL T AR 2 5 LRI E
S(P>0.05), F W] rs3212227 ,rs6894567 fif 4 F [ 7 1 4 1
BT ESC PN PR PN PSS S Blie i Bl R i
A7 35 K] 78 0 % R AH O

g5 b TR, 4r B R B )T 0 N BF CRYAB B H
r$3212227 ,rs6894567 {3 a5 (1 22 25 1 & o 5 HoAth bt IX B (1 43
i 22 5 RN I R B 984S TR 3t X R A B CRY AB 3 H A 56 19
2 T 48 Ak R itk 2 38t A 2 B0
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NK il ffd Dy G ¢ AF - BRI 0 4 25 4 I, NK 20 g Je NKT 41 fiig 278
HBV-ACLF %5 H m] fg e 81— 2 M £

FEARBFFE P MEFH EEA N T HBV-ACLF 8 % 41 & 1
NK 4 it \NKT 28 it i 451 3, 45 2 8 78 HBV-ACLF 41,CHB
20 e HC 209 NK 48 i L B R T i NKT 48 it b ) 4 ik
Mefie., A SCHkIRaE . 78 CHB B ik . NK 40 Jfs o] fig i F
HBV WS AAAE T 2 3 T MHl. fEAMR P EE DR
CHB B3 AN I i NK 20 055 3 45 i B #5415 . 55 oAt 4R 8
RIS ARHEST I & B, HBV-ACLF [ f NK 20 it 45 %
i CHB 4 ¥ (%, 1] i J& th T 78 HBV-ACLF ) %95 i 72 vh 4h
JEL I B R NK 208 1] A7 E SR 9 5 1 Atb 2l 58 4 it 3t
[F2 5T FFUE R T 5 058 R L e 28 R i NK 20 ffg 3 #6 &
BT A A NK O 4h B L ) AR, TS NK 20 B A .
NKT 4i}fi 7/ HBV-ACLF 2, CHB 2 # h £ M K F &, A
HBV-ACLF & # & F CHB B & . thF NKT A EED
REAHE 770 TL-4 S A ¥, R 3 2 19 NKT il e 2
53| HBV-ACLF % o 2 09 S e 7 op, B, 5206 25 SR 4%
N T NK 4105 NKT 40 i 78 HBV-ACLF %% H m] G 2] A
5] A4V L 40 NK 410 7T R 32 5 40 0 5 5500, i NKT 41 g
J2 DA SRS R T RN O 32

B 56 k40 A 45 SR 9 R |8 HBV-ACLF &% f#9 NK 40
M=k NKT 40 b5 -5 AT o i K SF 2k HBV-DNA 3 #4155, X
Al fig5 HBV-ACLF B i 2 5 J% AN R] A6 3 1) 0 328 440 it A2
Tk 3h 25 5 KA .

A A L5 A P G R AR AR — 2 R
I, — 23R A — 25 O E Y NK AN 5 NKT 402 7 H )
3T .
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