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Clinical significance of microRNA-144 expression in colon tumor

Zhang Guangyu , Zhong Li , Tian Xiaolin ,Dai Ling” , Zhu Xijia , Jiang Zhiqing
(Department o f Gastrointestinal Surgery ,the A f filiated Hospital of Guilin Medical College ,Guilin 541001 ,China)
Abstract: Objective To investigate the expression of microRNA-144 and its association with clinic-pathological features in co-
lon tumor. Methods The expression levels of microRNA-144 in 38 colon tumors and their matched non-tumor adjacent tissue speci-
mens were detected by using stem-loop real-time reverse transcription-polymerase chain reaction(RT-qPCR) ,and their correlation
with clinic-pathologic features of colon tumor was analyzed. Results Expression levels of microRNA-144 were significantly higher
in tumor tissues than in adjacent normal tissues(P<Z0. 05) , the median of comparative expression level was 2. 30. The expression of
microRNA-144 was associated with TNM stage(P<C0. 05) and cell differentiation(P<C0. 05). ROC curve of microRNA-144 about
cell differentiation and resulted in a diagnostic sensitivity of 88 % and specificity of 61. 3%. Conclusion The level of microRNA-144

expression may be a valuable adjuvant parameter in forecasting the poorly differentiated colon tumor.
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