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Abstract ; Objective
Methods There were 474 donors had been detected,including 259 male and 215 female. The KSHV DNA was detected by nested
polymerase chain reaction(n-PCR). Then there was a 168 bp strip for positive results in the 1. 5% agarose gel electrophoresis. Re-
sults The DNA of KSHV was found in 9 of 474(1.90%). The infection rate of male was 1. 93% (5/259) and that of female was

1.86 % (4/215). The chi-square test analysis showed that the differences were not significant(P>>0. 05) between the two groups of

To understand the current epidemic situation of KSHV prevalence among blood donor crowd in Baise city.

male and female. Conclusion The DNA of KSHV in Base blood-donor crowd was found, there was no significant difference of in-

fection rate in different gender of blood-donor.
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