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Expression of miRNA-142-5P in atopic dermatitis and its target gene prediction”
Xiao Nengxin ,Shi Bingjun® , Diao Qingchun® ;Wang Xiuyong ,Jiang Yourang .Yan Guo fu
(Department of Dermatology and Venereology ,First People’s Hospital of Chongqing City ,Chongqging 400011, China)
Abstract: Objective To detect the expression levels of miRNA-142-5p in peripheral blood mononuclear cell (PBMC) from the
patients with atopic dermatitis (AD) and to predict its latent target genes. Methods 8 cases of AD treated in the dermatological
outpatient department of this hospital from October 2011 to February 2012 were selected as the observation group and 6 age-
matched and sex-matched individuals with physical examination as the control group. PBMC were isolated. miRNAs in PBMC were
extracted and separated by miRNA extraction and separation kit. The expression levels of miRNA-142-5p in PBMC were detected
by using real-time quantitative PCR. Six databases including miRanda, PicTar and Targetscan were adopted for predicting the tar-
gets of selected miRNAs. Results Compared with the control group, the relative expression levels of miRNA-142-5p in PBMC of
AD patients were up-regulated (P<Z0. 05). A total of 39 target genes for miRNA-142-5p were shared between these five databases,
which might be involved in signal transduction,apoptotic process and cell differentiation. Conclusion miRNA-142-5p is up-regula-
ted in the PBMC of AD patients, which may play an important role in the pathogenesis of AD by regulating the downstream target

gene.
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